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<211> 114 

<212> PRT 

<213> Homo sapiens 
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<221> mis cofeature 

<223> Incyte ID No: 7511098CD1 

<400> 1 
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Leu 


Leu 


1 
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15 
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Trp 


Ala 


Arg 
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Leu 
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Gly Ala 










20 
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Leu 


Glu 


Trp 


Glu 
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Ala 


Gin 


Val 
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40 
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Thr 


He 


Gin 


Met 


Gly 


Ser 


Phe 


Arg 


He 


Asn 


Pro 










50 










55 
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Asp 


Gly 


Ser 


Gin 


Ser 


Val 


Val 


Glu 


Cys 


Glu 


Ser 


He 


Val 


Glu 


Glu 
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Phe 
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Val Lys Asp Lys Leu Cys Ser Lys 

95 

Ala Leu His lie Ser His Asp Glu 

110 

<210> 2 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 752203 7CD1 



Arg Thr Asp Leu Cys Asp His 
100 105 

Leu 



<400> 2 








Met Gly 


Thr 


Arg 


Leu 


1 






5 


Leu Gly 


Phe 


Glu 


Val 








20 


Met Pro 


Ser 


Pro 


Thr 








35 


Ser Tyr 


Trp 


Glu 


Ser 








50 


Tyr Ser 


Lys 


Ser 


Thr 








65 


Thr Asp 


Gin 


Val 


Leu 








80 



<210> 3 
<211> 248 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 



Leu 


Pro 


Ala 


Leu 


Phe 
10 


Gin 


Gly 


Thr 


Gin 


Gin 
25 


Phe 


Leu 


Thr 


Gin 


Val 
40 


Ala 


Lys 


Thr 


Ala 


Ala 
55 


Ala 


Ala 


Met 


Ser 


Thr 
70 


Ser 


Val 


Leu 


Lys 


Gly 
85 



7524271CD1 



Leu Val Leu Leu Val 

15 

Pro Gin Gin Asp Glu 

30 

Lys Glu Ser Leu Ser 

45 

Gin Asn Leu Asp Leu 

60 

Tyr Thr Gly lie Phe 

75 

Glu Glu 



<400> 3 




Met 


Ala 


Glu 


1 






Thr 


Leu 


Cys 


Ala 


Cys 


Ala 


Ala 


Leu 


Gin 


Gly 


His 


Val 


Leu 


Pro 


Tyr 


Ala 


Met 


lie 


Cys 


Arg 


Val 


Ala 


Glu 


Arg 


Met 


Leu 


Pro 


Asp 


Asp 


Ser 


Cys 


His 


Leu 


Glu 


Gin 


Ala 



Ser 


His 


Leu 




5 




Gly 


Pro 


Gly 




20 




Gin 


Gly 


Pro 




35 




Cys 


Arg 


Ala 




50 




Gly 


Ala 


Asp 




65 




Cys 


Trp 


Leu 




80 




Pro 


Lys 


Gly 




95 




Val 


Pro 


Leu 




110 




Tyr 


Ser 


Val 




125 




Gin 


Leu 


Val 




140 




Ala 


Gly 


Pro 




155 




Cys 


Met 


Ser 




170 




He 


Pro 


Gin 



Leu Gin Trp 
Thr Ala Ala 
Glu Phe Trp 
Leu Gly His 
Leu Ser Glu 
Cys Arg Ala 
Ala Leu Ala 
Val Ala Gly 
lie Leu Leu 
Cys Arg Leu 
Arg Glu Trp 
Val Thr Thr 
Ala Met Leu 



Leu Leu Leu 
10 

Trp Thr Thr 
25 

Cys Gin Ser 
40 

Cys Leu Gin 
55 

Gin Gin Phe 
70 

Leu He Lys 
85 

Val Ala Val 
100 

Gly He Cys 

115 

Asp Thr Leu 
130 

Val Leu Arg 
145 

Leu Pro Arg 
160 

Gin Ala Gly 
175 

Gin Ala Cys 



Leu Leu Pro 

15 

Ser Ser Leu 

30 

Leu Glu Gin 

45 

Glu Val Trp 

60 

Pro He Pro 

75 

Arg He Gin 

90 

Ala Gin Val 
105 

Gin Cys Leu 

120 

Leu Gly Arg 
135 

Cys Ser Met 
150 

Asp Ser Glu 
165 

Asn Ser Ser 
180 

Val Gly Ser 
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185 

Trp Leu Asp Arg Glu 

200 

Pro Gin Leu Leu Thr 

215 

Thr Cys Gin Ala Leu 

230 

Gin Cys lie His Ser 

245 

<210> 4 

<211> 906 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 4 



Met 


Ala 


Gly 


Ala 


Ala 


mm 

1 








5 


Ala 


Pro 


Ser 


Asp 


Ala 
20 


Val 


Gly 


Thr 


Val 


Met 
35 


Pro 


Glu 


Arg 


Lys 


Thr 
50 


Thr 


Trp 


Ser 


Arg 


Gly 
65 


Arg 


Glu 


lie 


Lys 


Glu 
80 


Asp 


Arg 


Tyr 


Gin 


Glu 
95 


Cys 


Phe 


Val 


He 


Leu 
110 


Ser 


T _ 

Leu 


Gin 


Ala 


Thr 
125 


Gly 


Leu 


Thr 


Trp 


Leu 
140 


Leu 


Gin 


He 


Glu 


Arg 

155 


Arg 


Asn 


Arg 


Glu 


Asp 
17 0 


Leu 


Ser 


Gin 


Val 


Asn 
185 


Glu 


Arg 


Leu 


Thr 


Asp 
200 


Gly 


Gin 


Phe 


Ala 


Gin 
215 


Lys 


Thr 
\ 


Met 


Asp 


Leu 
230 


Gly 


Glu 


Arg 


Pro 


Glu 
245 


Gin 


Phe 


Leu 


Leu 


Asp 
260 


Leu 


Gin 


Val 


Gin 


Glu 
275 


Arg 


Glu 


He 


Glu 


Glu 
290 


Phe 


Leu 


Phe 


Ser 


Lys 
305 


Ala 


Val 


Cys 


Pro 


Asp 



190 

Lys Cys Lys Gin Phe 

205 

Leu Val Pro Arg Gly 

220 

Gly Val Cys Gly Thr 

235 

Pro Asp Leu 



7513132CD1 



Ser 


Pro 


Cys 


Ala 


Asn 
10 


Glu 


Val 


Leu 


His 


Leu 
25 


Thr 


Leu 


Phe 


Tyr 


Ser 
40 


Phe 


Gin 


Val 


Lys 


Leu 
55 


Ala 


Asp 


Lys 


He 


fit 

Glu 
70 


He 


Arg 


Pro 


Gly 


Lys 
85 


Asp 


Pro 


Ala 


Phe 


Arg 
100 


Tyr 


Gly Met 


Glu 


Phe 










115 


Ser 


Glu 


Asp 


Glu 


Val 
130 


Met 


Glu 


Asp 


Thr 


Leu 
145 


Trp 


Leu 


Arg 


Lys 


Gin 
160 


Arg 


He 


Ser 


Ala 


Lys 
175 


Tyr 


Arg 


Val 


Pro 


Asn 
190 


Leu 


Glu 


Gin 


Arg 


Ser 
205 


Leu 


Tyr 


Arg 


Ser 


Leu 

220 


Pro 


Phe 


Leu 


Glu 


Ala 
235 


Leu 


Cys 


Arg 


Val 


Ser 
250 


Tyr 


Gin 


Gly Glu 


Leu 










265 


Phe 


Met 


Leu 


Ser 


Phe 
280 


Pro 


Tyr 


Phe 


Phe 


Leu 
295 


Glu 


Asn 


Ser 


Val 


Trp 
310 


Thr 


Met 


Asn 


Asn 


Pro 



195 

Val Glu Gin His Thr 

210 

Trp Asp Ala His Thr 

225 

Met Ser Ser Pro Leu 

240 



Gly 


Cys 


Gly 


Pro 


Gly 
15 


Cys 


Arg 


Ser 


Leu 


Glu 

30 


Lys 


Lys 


Ser 


Gin 


Arg 
45 


Glu 


Thr 


Arg 


Gin 


He 
60 


Gly 


Ala 


He 


Asp 


He 
75 


Thr 


Ser 


Arg 


Asp 


Phe 
90 


Pro 


Asp 


Gin 


Ser 


His 
105 


Arg 


Leu 


Lys 


Thr 


Leu 
120 


Asn 


Met 


Trp 


He 


Lys 
135 


Gin 


Ala 


Pro 


Thr 


Pro 
150 


Phe 


Tyr 


Ser 


Val 


Asp 
165 


Asp 


Leu 


Lys 


Asn 


Met 
180 


Met 


Arg 


Phe 


Leu 


Arg 
195 


Gly 


Asp 


He 


Thr 


Tyr 
210 


Met 


Tyr 


Ser 


Ala 


Gin 

225 


Ser 


Thr 


Leu 


Arg 


Ala 
240 


Leu 


Pro 


Glu 


Phe 


Gin 
255 


Trp 


Ala 


Val 


Asp 


Arg 
270 


Leu 


Arg 


Asp 


Pro 


Leu 
285 


Asp 


Glu 


Phe 


Val 


Thr 
300 


Asn 


Ser 


Gin 


Leu 


Asp 
315 


Leu 


Ser 


His 


Tyr 


Trp 



,# 
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lie Ser Ser 
Ser Glu Ser 
Cys Arg Cys 
Pro Val lie 
Ser Asp Val 
Glu Tyr Pro 
Gin Gin Arg 
Thr Leu Leu 
Ser Pro Asn 
Leu Ala Glu 
Tyr Ser Glu 
Tyr Leu Glu 
Val Leu Thr 
Asp Gin Gly 
Ser Thr Glu 
Gly Ala Gly 
Glu Tyr Cys 
Arg Glu Ser 
Arg Asn Gly 
Ala Gly Thr 
Ser Leu Tyr 
Cys Asn Glu 
Asn Ala His 
Ala Gin Ala 
Phe Leu Val 
Phe Arg Ala 
Gly Gin Thr 
Asp Leu lie 
Lys Leu Arg 
Thr Ala Glu 
Gly Phe Tyr 





320 




Ser 


His 


Asn 




335 




Ser 


Leu 


Glu 




350 




lie 


Glu 


Leu 




365 




Tyr 


His 


Gly 




380 




Leu 


His 


Thr 




395 




Val 


lie 


Leu 




410 




Asn 


Met 


Ala 




425 




Thr 


Lvs 


Pro 




440 




Gin 


Leu 


Lvs 




455 




Gly 


Ser 


Ala 




470 




Asn 


ASD 


lie 




485 






Pro 


Val 




500 




Ser 


Ser 


Lys 




515 




Asn 


Glu 


ASD 




530 




Leu 


His 


Ser 




545 




Arci 


Asp 


Gly 




560 




lie 


Glu 


Thr 




575 




Glu 


Thr 


Phe 




590 




Lvs 


Val 


Gin 




605 




Pro 


Lys 


Phe 




620 




ASTD 


Leu 


lie 




635 

^0 




Phe 


Glu 


Met 




650 




Glu 


Ser 

^^^^ 


Lvs 




665 




Glu 


His 


Met 




680 




Ara 


Lvs 


Ara 




695 




Glu 


Gly 


Lvs 




710 




Val 


Met 


Leu 




725 




Ser 


Tvr 


Tvr 




740 




Tyr 


Pro 


lie 




755 




Pro 


Asp 


Tyr 




770 




Val 


Glu 


Ala 




785 





Thr 


Tyr 


Leu 


Ala 


Tyr 


Ala 


Asp 


Cys 


Trp 


His 


Thr 


Leu 


He 


Lys 


Glu 


Ser 


He 


Glu 


Gin 


Tyr 


Phe 


• 

Val 


Glu 


He 


Arg 


Lys 


He 


Tyr 


Glu 


Glu 


Ser 


Asn 


Ser 


Asn 


His 


Glu 


He 


Tyr 


Tyr 


Glu 


Glu 


Glu 


Asn 


Glu 


Lys 


Arg 


His 


He 


Gly 


Ala 


Pro 


Val 


Gly 


Asp 


His 


Cys 


Arg 


Phe 


Leu 


Thr 


Thr 


His 


Tyr 


Arg 


Leu 


Ser 


Glu 


Trp 


Tyr 


Leu 


Met 


Arg 


Asn 


Glu 


Pro 


He 


Lys 


His 


Gly 


Asn 


Ser 


Glu 


Lys 


His 


Asn 


Glu 


Glu 


Gly 


Ala 


Leu 


Asn 


Pro 


Met 



325 

Thr Gly Asp 
340 

Arg Cys Leu 
355 

Asp Gly Pro 
370 

Thr Thr Lys 
385 

His Ala Phe' 
400 

Asp His Cys 
415 

Lys Lys Val 
430 

Ser Ala Asp 
445 

Leu He Lys 
460 

Val Pro Thr 
475 

He Lys Asn 
490 

Trp Tyr Pro 
505 

Ser Glu Glu 
520 

Pro Lys Glu 
535 

Trp Phe His 
550 

Ala Glu Arg 
565 

Asp Gly Ser 
580 

Tyr Thr Leu 
595 

He His Ser 
610 

Asp Asn Leu 
625 

Gin Gin Val 
640 

Glu Pro Val 

655 

His Ala Ser 
670 

Val Pro Arg 
685 

Asn Ser Tyr 
700 

Cys Arg Val 
715 

Glu Phe Asp 
730 

Pro Leu Tyr 
745 

Ala Leu Glu 
760 

Tyr Glu Gly 
775 

Pro Thr Phe 
790 
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330 

Gin Phe Ser 

345 

Arg Met Gly 
360 

Asp Gly Met 
375 

He Lys Phe 
390 

Val Ala Ser 
405 

Ser He Ala 
420 

Leu Gly Asp 
435 

Gly Leu Pro 
450 

His Lys Lys 

465 

Ser Met Met 
480 

Gly He Leu 
495 

His Tyr Phe 
510 

Thr Ser Ser 
525 

Val Ser Ser 
540 

Gly Lys Leu 
555 

Leu Leu Thr 
570 

Phe Leu Val 
585 

Ser Phe Trp 
600 

Arg Gin Asp 
615 

Val Phe Asp 
630 

Pro Leu Arg 
645 

Pro Gin Thr 

660 

Leu Thr Arg 
675 

Asp Gly Ala 
690 

Ala He Ser 
705 

Gin Gin Glu 
720 

Ser Leu Val 
735 

Arg Lys Met 
750 

Lys He Gly 
765 

Arg Asn Pro 
780 

Lys Cys Ala 
795 
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Val 


Lys 


Ala 


Leu 


Phe 
800 


Thr 


Phe 


lie 


Lys 


Ser 
815 


Gly 


Gly 


Trp 


Trp 


Arg 
830 


Phe 


Pro 


Ser 


Asn 


Tyr 
845 


Glu 


Pro 


Glu 


Arg 


Glu 
860 


Leu 


Leu 


Arg 


Gly Val 










875 


Arg 


Arg 


Trp 


Pro 


Thr 
890 


Arg 


Ser 


Cys 


Arg 


Thr 
905 



<210> 5 

<211> 1266 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



<400> 5 








Met 


Ala 


Gly 


Ala 


Ala 


1 








5 


Ala 


Pro 


Ser 


Asp 


Ala 
20 


Val 


Gly 


Thr 


Val 


Met 

35 


Pro 


Glu 


Arg 


Lys 


Thr 
50 


Thr 


Tzp 


Ser 


Arg 


Gly 
65 


Arg 


Glu 


lie 


Lys 


Glu 
80 


Asp 


Arg 


Tyr 


Gin 


Glu 
95 


Cys 


Phe 


Val 


lie 


Leu 
110 


Ser 


Leu 


Gin 


Ala 


Thr 
125 


Gly 


Leu 


Thr 


Trp 


Leu 
140 


Leu 


Gin 


lie 


Glu 


Arg 
155 


Arg 


Asn 


Arg 


Glu 


Asp 
170 


Leu 


Ser 


Gin 


Val 


Asn 
185 


Glu 


Arg 


Leu 


Thr 


Asp 
200 


Gly 


Gin 


Phe 


Ala 


Gin 
215 


Lys 


Thr 


Met 


Asp 


Leu 
230 


Gly 


Glu 


Arg 


Pro 


Glu 
245 


Gin 


Phe 


Leu 


Leu 


Asp 
260 



Asp 


Tyr 


Lys 


Ala 


Gin 
805 


Ala 


lie 


He 


Gin 


Asn 
820 


Gly 


Asp 


Tyr 


Gly Gly 










835 


Val 


Glu 


Glu 


Met 


Val 
850 


His 


Leu 


Asp 


Glu 


Asn 
865 


Leu 


Asp 


Val 


Pro 


Ala 
880 


Gly 


Pro 


Trp 


Met 


Leu 
895 



Gly 
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Ser Pro Cys Ala Asn 

10 

Glu Val Leu His Leu 

25 

Thr Leu Phe Tyr Ser 

40 

Phe Gin Val Lys Leu 

55 

Ala Asp Lys He Glu 

70 

He Arg Pro Gly Lys 

85 

Asp Pro Ala Phe Arg 

100 

Tyr Gly Met Glu Phe 

115 

Ser Glu Asp Glu Val 

130 

Met Glu Asp Thr Leu 

145 

Trp Leu Arg Lys Gin 

160 

Arg He Ser Ala Lys 

175 

Tyr Arg Val Pro Asn 

190 

Leu Glu Gin Arg Ser 

205 

Leu Tyr Arg Ser Leu 

220 

Pro Phe Leu Glu Ala 

235 

Leu Cys Arg Val Ser 

250 

Tyr Gin Gly Glu Leu 

265 



Arg 


Glu 


Asp 


Glu 


Leu 
810 


Val 


Glu 


Lys 


Gin 


Glu 
825 


Lys 


Lys 


Gin 


Leu 


Trp 
840 


Asn 


Pro 


Val 


Ala 


Leu 
855 


Ser 


Pro 


Leu 


Gly 


Asp 
870 


Cys 


Gin 


He 


Ala 


Txp 
885 


Leu 


Pro 


Thr 


His 


Arg 
900 



Gly 


Cys 


Gly 


Pro 


Gly 
15 


Cys 


Arg 


Ser 


Leu 


Glu 
30 


Lys 


Lys 


Ser 


Gin 


Arg 
45 


Glu 


Thr 


Arg 


Gin 


He 
60 


Gly Ala 


He 


Asp 


He 










75 


Thr 


Ser 


Arg Asp 


Phe 










90 


Pro 


Asp 


Gin 


Ser 


His 

105 


Arg 


Leu 


Lys 


Thr 


Leu 
120 


Asn 


Met 


Trp 


He 


Lys 
135 


Gin 


Ala 


Pro 


Thr 


Pro 
150 


Phe 


Tyr 


Ser 


Val 


Asp 
165 


Asp 


Leu 


Lys 


Asn 


Met 
180 


Met 


Arg 


Phe 


Leu 


Arg 
195 


Gly Asp 


He 


Thr 


Tyr 










210 


Met 


Tyr 


Ser 


Ala 


Gin 
225 


Ser 


Thr 


Leu 


Arg 


Ala 
240 


Leu 


Pro 


Glu 


Phe 


Gin 
255 


Trp 


Ala 


Val 


Asp 


Arg 
270 
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Xieu 


Gin 


Val 


Gin 


Glu 
275 


Phe 


Met 


Leu 


Ser 


Phe 
280 


Leu 


Arg 


Asp 


Pro 


Leu 
285 


Arg 


Glu 


He 


Glu 


Glu 
290 


Pro 


Tyr 


Phe 


Phe 


Leu 
295 


Asp 


Glu 


Phe 


Val 


Thr 
300 


Phe 


Leu 


Phe 


Ser 


Lys 
305 


Glu 


Asn 


Ser 


Val 


Trp 
310 


Asn 


Ser 


Gin 


Leu 


Asp 
315 


Ala 


Val 


Cys 


Pro 


Asp 
320 


Thr 


Met 


Asn 


Asn 


Pro 
325 


Leu 


Ser 


His 


Tyr 


Trp 
330 


He 


Ser 


Ser 


Ser 


His 
335 


Asn 


Thr 


Tyr 


Leu 


Thr 
340 


Gly 


Asp 


Gin 


Phe 


Ser 
345 


Ser 


Glu 


Ser 


Ser 


Leu 
350 


Glu 


Ala 


Tyr 


Ala 


Arg 
355 


Cys 


Leu 


Arg 


Met 


Gly 
360 


Cys 


Arg 


Cys 


He 


Glu 
365 


Leu 


Asp 


Cys 


Trp 


Asp 
370 


Gly 


Pro 


Asp 


Gly 


Met 
375 


Pro 


Val 


He 


Tyr 


His 


Gly His 


Thr 


Leu 


Thr 


Thr 


Lys 


He 


Lys 


Phe 










380 










385 










390 


Ser 


Asp 


Val 


Leu 


His 
395 


Thr 


He 


Lys 


Glu 


His 
400 


Ala 


Phe 


Val 


Ala 


Ser 
405 


Glu 


Tyr 


Pro 


Val 


He 

410 


Leu 


Ser 


He 


Glu 


Asp 
415 


His 


Cys 


Ser 


He 


Ala 
420 


Gin 


Gin 


Arg 


Asn 


Met 
425 


Ala 


Gin 


Tyr 


Phe 


Lys 
430 


Lys 


Val 


Leu 


Gly 


Asp 
435 


Thr 


Leu 


Leu 


Thr 


Lys 
440 


Pro 


Val 


Glu 


He 


Ser 
445 


Ala 


Asp 


Gly 


Leu 


Pro 
450 


Ser 


Pro 


Asn 


Gin 


Leu 
455 


Lys 


Arg 


Lys 


He 


Leu 
460 


He 


Lys 


His 


Lys 


Lys 
465 


Leu 


Ala 


Glu 


Gly 


Ser 

470 


Ala 


Tyr 


Glu 


Glu 


Val 

475 


Pro 


Thr 


Ser 


Met 


Met 
480 


Tyr 


Ser 


Glu 


Asn 


Asp 
485 


He 


Ser 


Asn 


Ser 


He 
490 


Lys 


Asn 


Gly 


He 


Leu 
495 


Tyr 


Leu 


Glu 


Asp 


Pro 
500 


Val 


Asn 


His 


Glu 


Trp 
505 


Tyr 


Pro 


His 


Tyr 


Phe 
510 


Val 


Leu 


Thr 


Ser 


Ser 
515 


Lys 


He 


Tyr 


Tyr 


Ser 
520 


Glu 


Glu 


Thr 


Ser 


Ser 
525 


Asp 


Gin 


Gly 


Asn 


Glu 
530 


Asp 


Glu 


Glu 


Glu 


Pro 

535 


Lys 


Glu 


Val 


Ser 


Ser 

540. 


Ser 


Thr 


Glu 


Leu 

r 


His 
545 


Ser 


Asn 


Glu 


Lys 


Trp 
550 


Phe 


His 


Gly 


Lys 


Leu 
555 


Gly 


Ala 


Gly 


Arg 


Asp 


Gly Arg 


His 


He 


Ala 


Glu 


Arg 


Leu 


Leu 


Thr 










560 










565 










570 


Glu 


Tyr 


Cys 


He 


Glu 
575 


Thr 


Gly 


Ala 


Pro 


Asp 
580 


Gly 


Ser 


Phe 


Leu 


Val 
585 


Arg 


Glu 


Ser 


Glu 


Thr 
590 


Phe 


Val 


Gly 


Asp 


Tyr 
595 


Thr 


Leu 


Ser 


Phe 


Trp 
600 


Arg 


Asn 


Gly 


Lys 


Val 

605 


Gin 


His 


Cys 


Arg 


He 
610 


His 


Ser 


Arg 


Gin 


Asp 
615 


Ala 


Gly 


Thr 


Pro 


Lys 
620 


Phe 


Phe 


Leu 


Thr 


Asp 
625 


Asn 


Leu 


Val 


Phe 


Asp 
630 


Ser 


Leu 


Tyr 


Asp 


Leu 
635 


He 


Thr 


His 


Tyr 


Gin 
640 


Gin 


Val 


Pro 


Leu 


Arg 
645 


Cys 


Asn 


Glu 


Phe 


Glu 
650 


Met 


Arg 


Leu 


Ser 


Glu 
655 


Pro 


Val 


Pro 


Gin 


Thr 
660 


Asn 


Ala 


His 


Glu 


Ser 
665 


Lys 


Glu 


Trp 


Tyr 


His 
670 


Ala 


Ser 


Leu 


Thr 


Arg 
675 


Ala 


Gin 


Akla 


Glu 


His 
680 


Met 


Leu 


Met 


Arg 


Val 
685 


Pro 


Arg 


Asp 


Gly 


Ala 
690 


Phe 


Leu 


Val 


Arg 


Lys 
695 


Arg 


Asn 


Glu 


Pro 


Asn 
700 


Ser 


Tyr 


Ala 


He 


Ser 
705 


Phe 


Arg 


Ala 


Glu 


Gly 
710 


Lys 


He 


Lys 


His 


Cys 
715 


Arg 


Val 


Gin 


Gin 


Glu 
720 


Gly 


Gin 


Thr 


Val 


Met 
725 


Leu 


Gly 


Asn 


Ser 


Glu 
730 


Phe 


Asp 


Ser 


Leu 


Val 
735 


Asp 


Leu 


He 


Ser 


Tyr 


Tyr 


Glu 


Lys 


His 


Pro 


Leu 


Tyr 


Arg 


Lys 


Met 
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Gly Pro Lys Lys Asp 

1220 

Val Pro Gin Pro Arg 

1235 

Glu Cys Arg Glu Leu 

1250 

Leu Pro Gly Leu Ala 

1265 

<210> 6 

<211> 433 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 



<400> 6 








Met 


Leu 


Ala 


Ala 


Thr 


1 








5 


His 


Ala 


Cys 


Ser 


Lys 
20 


Arg 


He 


Thr 


Lys 


Pro 
35 


Lys 


Val 


He 


Gin 


Thr 
50 


Thr 


Gly 


Glu 


Lys 


Ala 
65 


Leu 


His 


Asn 


He 


Gin 
80 


Val 


Glu 


Leu 


Val 


Glu 
95 


Val 


Ser 


Val 


Val 


Phe 
110 


Ala 


Trp 


Trp 


Leu 


Gly 
125 


Ser 


Ala 


He 


Asp 


Leu 
140 


Gly 


Arg 


Val 


Arg 


Thr 
155 


Lys 


Leu 


Leu 


Leu 


His 
170 


Lys 


Gin 


Leu 


Phe 


Thr 
185 


Leu 


Lys 


Gly 


Gin 


He 
200 


Met 


Ala 


Asp 


Phe 


Val 

215 


Gly 


Asp 


He 


Gly 


Val 
230 


Thr 


Ala 


Ser 


Tyr 


Leu 
245 


Trp 


Gly 


Phe 


Asn 


Thr 
260 


Gly 


Phe 


Pro 


Ser 


Gin 
275 


Pro 


Lys 


He 


Ser 


Cys 
290 


Val 


Met 


Val 


Lys 


Phe 
305 


Val 


Ala 


Tyr 


Thr 


Phe 
320 



Ser Gly Gin Trp Arg 

1225 

Trp Arg Ala Ala Gly 

1240 

Gly Ser Leu Glu Ala 

1255 

Ala 



7523653CD1 



Val Leu Thr Leu Ala 

10 

Gly Thr Ser His Glu 

25 

Ala Leu Leu Val Leu 

40 

Ala Phe Gin Arg Ala 

55 

Met Met Leu Leu Gly 

70 

He Ser His Leu Ser 

85 

Ala Lys Ser He Asp 

100 

Lys Gly Thr Leu Lys 

115 

He His Gin Ser He 

130 

Gin He Asn Thr Gin 

145 

Asp Ala Pro Asp Cys 

160 

Leu Gin Gly Glu Arg 

175 

Asn Phe He Ser Phe 

190 

Cys Lys Glu He Asn 

205 

Gin Thr Arg Ala Ala 

220 

Asp He Ser Leu Thr 

235 

Glu Ser His His Lys 

250 

Asn Gin Glu He Phe 

265 

Ala Gin Val Thr Val 

280 

Gin Asn Lys Gly Val 

295 

Leu Phe Pro Arg Pro 

310 

Glu Glu Asp He Val 

325 



Gin Pro Pro Leu Val 

1230 

Ala Val Arg Leu Val 

1245 

Ala Pro Cys Gly Gly 

1260 



Leu 


Leu Gly 


Asn 


Ala 










15 


Ala 


Gly 


He 


Val 


Cys 
30 


Asn 


His 


Glu 


Thr 


Ala 
45 


Ser 


Tyr 


Pro 


Asp 


He 
60 


Gin 


Val 


Lys 


Tyr 


Gly 
75 


He 


Ala 


Ser 


Ser 


Gin 

90 


Val 


Ser 


He 


Gin 


Asn 
105 


Tyr 


Gly Tyr 


Thr 


Thr 










120 


Asp 


Phe 


Glu 


He 


Asp 
135 


Leu 


Thr 


Cys 


Asp 


Ser 
150 


Tyr 


Leu 


Ser 


Phe 


His 
165 


Glu 


Pro 


Gly 


Trp 


He 
180 


Thr 


Leu 


Lys 


Leu 


Val 
195 


Val 


He 


Ser 


Asn 


He 
210 


Ser 


He 


Leu 


Ser 


Asp 
225 


Gly Asn 


Pro 


Val 


He 










240 


Ala 


Val 


Leu 


Gin 


Thr 
255 


Gin 


Glu 


Val 


Val 


Gly 
270 


His 


Cys 


Leu 


Lys 


Met 
285 


Val Val 


Asn 


Ser 


Ser 










300 


Asp 


Gin 


Gin 


His 


Ser 
315 


Thr 


Thr 


Val 


Gin 


Ala 
330 
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Ser 


Tyr 


Ser 


Lys 


Lys 
J J ^ 


Lys 


Leu 


Phe 


Leu 


Ser 

J *dt w 


Leu 


Leu 


Asp 


Phe 


Gin 

345 


He 


Thr 


Pro 


Lys 


Thr 

J -J \j 


Val 


Ser 


Asn 


Leu 


Thr 

355 
•J -J 


Glu 


Ser 


Ser 


Ser 


Glu 
360 




Tie 

•J. JLs? 


Gin 


Ser 


Phe 

mj \J 


Leu 

>lwf ^M* 


Gin 


Ser 


Met 


He 

«JL« ^Ik^ 

370 


Thr 


Ala 


Val 


Gly 


He 
375 


Pro 


Glu 


Val 


Met 


Ser 
Rn 

3 D U 


Arg 


Leu 


Glu 


Val 


Val 


Phe 


Thr 


Ala 


Leu 


Met 

390 

mJ ^ \J 


Asn 


Ser 


Lys 


Gly 


Val 
395 


Ser 


Leu 


Phe 


Asp 


He 
400 


He 


Asn 


Pro 


Glu 


He 

405 


He 


Thr 


Arg Asp 


Gly 


Phe 


Leu 


Leu 


Leu 


Gin 


Met 


Asp 


Phe 


Gly 


Phe 










410 










415 










420 


Pro 


Glu 


His 


Leu 


Leu 
425 


Val 


Asp 


Phe 


Leu 


Gin 
430 


Ser 


Leu 


Ser 







<210> 7 

<211> 1076 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc„feature 

<223> Incyte ID No: 7751418CD1 

<400> 7 



Met 


Glu 


Pro 


Arg 


Ser 


Cys 


Pro 


Fro 


Trp 


Asp 


Ala 


Cys Pro 


Ala 


inr 


1 








b 










10 








15 


Leu 


Gly 


Val 


Trp 


Gin 


Gly 


Arg 


Pro 


Arg 


Gly Ala 


Cys Ser 


His 


Asn 










20 










25 








30 


Gin 


Gin 


Thr 


Thr 


Ala 


Pne 


Arg 


HXS 


Fro 


Val 


Thr 


Gly Gin 


Phe 


Ser 










O 3 










40 








45 


Pro 


Glu 


Asn 


Ser 


Glu 


Phe 


He 


Leu 


Gin 


Glu 


Glu 


Pro Asn 


Pro 


His 










50 










55 








60 


Met 


Ser 


Lys 


Gin 


Asp 


Arg 


Asn 


Gin 


Arg 


Pro 


Ser 


Ser Met 


Val 


Ser 










65 










70 








75 


Glu 


Thr 


Ser 


Thr 


Ala 


Gly 


Thr 


Ala 


Ser 


Thr 


Leu 


Glu Ala 


Lys 


Pro 










80 










85 








90 


Gly Pro 


Lys 


He 


He 


Lys 


Ser 


Ser 


Ser 


Lys 


Val 


His Ser 


Phe 


Gly 










95 










100 








105 


Lys 


Arg 


Asp 


Gin 


Ala 


He 


Arg 


Arg 


Asn 


Pro 


Asn 


Val Pro 


Val 


Val 










110 










115 








120 


Val 


Arg 


Gly 


Trp 


Leu 


His 


Lys 


Gin 


Asp 


Ser 


Ser 


Gly Met Arg 


Leu 










125 










130 








135 


Trp 


Lys 


Arg 


Arg 


Trp 


Phe 


Val 


Leu 


Ala 


Asp ' Tyr 


Cys Leu 


Phe 


Tyr 










140 










145 








150 


Tyr 


Lys 


Asp 


Ser 


Arg 


Glu 


Glu 


Ala 


Val 


Leu 


Gly 


Ser He 


Pro 


Leu 










155 










160 








165 


Pro 


Ser 


Tyr 


Val 


He 


Ser 


Pro 


Val 


Ala 


Pro 


Glu 


Asp Arg 


He 


Ser 










170 










175 








180 


Arg 


Lys 


Tyr 


Ser 


Phe 


Lys 


Ala 


Val 


His 


Thr 


Gly Met Arg Ala 


Leu 










185 










190 








195 


He 


Tyr 


Asn 


Ser 


Ser 


Thr 


Ala 


Gly 


Ser 


Gin 


Ala 


Glu Gin 


Ser 


Gly 










200 










205 








210 


Met 


Arg 


Thr 


Tyr 


Tyr 


Phe 


Ser 


Ala 


Asp 


Thr 


Gin 


Glu Asp 


Met 


Asn 










215 










220 








225 


Ala 


Trp 


Val 


Arg 


Ala 


Met 


Asn 


Gin 


Ala 


Ala 


Gin 


Val Leu 


Ser 


Arg 










230 










235 








240 


Ser 


Ser 


Leu 


Lys 


Arg 


Asp 


Met 


Glu 


Lys 


Val 


Glu Arg Gin Ala Val 










245 










250 








255 


Pro 


Gin 


Ala 


Asn 


His 


Thr 


Glu 


Ser 


Cys 


Hxs 


Glu 


Cys Gly Arg Val 










260 










265 








270 


Gly 


Pro 


Gly 


His 


Thr 


Arg 


Asp 


Cys 


Pro 


His 


Arg 


Gly His 


Asp 


Asp 



275 280 285 
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lie Val Asn 
Ser Gin Arg 
Arg Ser Pro 
Leu Pro Thr 
Glu Lys Asn 
Asn Gly Thr 
Pro Glu Lys 
His Trp Ala 
Asp Gin Thr 
Pro Glu Asn 
Gly Gly Ser 
Tyr Ala Gin 
Arg Arg Ala 
Gin Gin Arg 
Cys Leu Gly 
Met Leu Glu 
Asp lie Pro 
. Pro His Thr 
Arg Arg Ser 
Arg Gly His 
Met Pro Ser 
Leu His Gly 
Asp Leu Glu 
Lys Asp Arg 
Asp Val Lys 
Asp Leu Glu 
Leu Glu Ser 
Arg Asp Gin 
Leu Leu Gin 
Glu Ser Thr 
Glu Asn Asp 
Arg Arg Ala 



Phe Glu Arg 

290 
Asp Pro Leu 

305 
Tyr Ser Pro 

320 
Gly Pro Arg 

335 
Gly Met Leu 

350 
Gly Gly Tyr 

365 
His Ser Gin 

380 
Arg Ala Gin 

395 
Leu Pro Arg 

410 
Tyr Gin Thr 

425 
Ser Pro Pro 

440 
Asp Arg Ala 

455 
His Arg Asp 

470 
Gin Gin Phe 

485 
Ser Pro Glu 

500 
Val Pro Arg 

515 
Pro Pro Gly 

530 
Pro Ala Glu 

545 
Val Asp lie 

560 
Ala Val Lys 

575 
Met Gly Tyr 

590 
Lys Ser Ala 

605 

Tyr Leu Asp 

620 
Ser Leu Lys 

635 

Leu Ser lie 

650 
Asp Lys lie 

665 
Val Leu Glu 

680 
Pro Gin pis 

695 

Glu Asp Leu 

710 
Glu Met Glu 

725 

Val Glu Gin 

740 
Phe Phe Phe 



Gin Glu Gin 
Glu Gly Lys 
Ala Glu Glu 
Gly Gin Gin 
Pro Ala Ser 
Gin Arg Ala 
Arg Lys Ser 
Lys Gly Asp 
Gin Gly Pro 
Leu Pro Lys 
Pro Arg Asn 
Ser His Leu 
Gly Thr Val 
Arg His Gly 
Phe Thr Asp 
Ser lie Ser 
Pro Pro Arg 
Arg Val Thr 
Ser Leu Gly 
Asn Ser Ser 
Met Thr His 
Asp Asp Thr 
Leu Lys Met 
Pro Val Lys 
Phe Cys Glu 
Arg Ala Leu 
Val Leu His 
Leu Glu Lys 
Val His lie 
Asn Ala Trp 
Leu Lys Gin 
Gin Glu Lys 



Glu Gly Glu 
295 

Arg Asp Arg 
310 

Asp Ala Leu 
325 

Ala Gin Pro 
340 

Tyr Gly Pro 
355 

Phe Pro Pro 
370 

Asn Leu Ala 
385 

Ser Arg Ser 
400 

Gly Gin Ser 
415 

Ser Thr Arg 
430 

Leu Pro Ser 
445 

Lys Met Ser 
460 

Trp Gin Leu 
475 

Ser Pro Thr 
490 

Gin Gly Arg 
505 

Val Pro Pro 
520 

Val Phe Pro 
535 

Val Lys Pro 

550 

Asp Ser Pro 
565 

His Val Asp 
580 

Thr Val Ser 
595 

Tyr Leu Gin 
610 

Thr Gly Arg 
625 

lie Ala Glu 
640 

Gin Asp Arg 
655 

Lys Glu Asn 
670 

Arg Gin Met 
685 

lie Ala Tyr 
700 

Arg Ala Glu 
715 

Asn Glu Tyr 
730 

Thr Leu Gin 
745 

Ser Gin lie 



Gin Tyr Arg 

300 

Ser Lys Ala 
315 

Phe Met Asp 
330 

Gin Arg Ala 
345 

Gly Glu Gin 

360 

Arg Thr Asn 
375 

Gin Val Glu 
390 

Leu Pro Leu 
405 

Leu Ser Phe 

420 

His Pro Ser 
435 

Asp Tyr Lys 
450 

Ser Glu Glu 
465 

Tyr Glu Trp 
480 

Ala Pro lie 
495 

Ser Arg Ser 
510 

Ser Pro Ser 
525 

Pro Arg Arg 
540 

Pro Asp Gin 
555 

Arg Arg Ala 
570 

Arg Arg Ser 
585 

Ala Pro Ser 
600 

Leu Lys , Lys 
615 

Asp Leu Leu 
630 

Ser Asp Thr 
645 

Val Leu Gin 
660 

Lys Asp Gin 
675 

Glu Gin Tyr 
.690 

Gin Gin Lys 
705 

Leu Ser Arg 
720 

Leu Lys Leu 
735 

Glu Gin His 

750 

Gin Lys Asp 
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755 










760 








765 


Leu 


Trp 


Arg 


He 


Glu 


Asp 


Val 


Thr 


Ala 


Gly Leu 


Ser 


Ala 


Asn Lys 










»-l r-j /-k 

110 










1 /D 








780 


Glu 


Asn 


Phe 


Arg 


He 


Leu 


Val 


Glu 


Ser 


vax 


Lys 


Asn 


Pro 


Glu Arg 










r-f o r 

785 










Q O 








•-J o c 

795 


Lys 


Thr 


Val 


Pro 


Leu 


Pne 


Pro 


Hxs 


Pro 


ir'ro 


va± 


Pro 


Ser 


Leu Ser 










o n n 

800 










one; 








810 


Thr 


Ser 


Glu 


Ser 


Lys 


Pro 


Pro 


Pro 


Gin 


Fro 


ber 


Pro 


Pro 


^^^^ Kmm — - 

Tnr Ser 










815 










o o n 








o o c 

825 


Pro 


Val 


Arg 


Thr 


Pro 


Leu 


Glu 


Val 


Arg 


Leu 


Pne 


Pro 


Gin 


Leu Gin 










830 










o o c 

o JO 








840 


Thr 


Tyr 


Val 


Pro 


Tyr 


Arg 


Pro 


Hxs 


Pro 


Pro 


Gin 


Leu 


Arg 


Lys Val 










845 










o c n 

850 








855 


Thr 


Ser 


Pro 


Leu 


Gin 


Ser 


Pro 


Thr 


Lys 


Ala 


Lys 


Pro 


Lys 


Val Gin 










860 










865 








870 


Glu 


Asp 


Glu 


Ala 


Pro 


Pro 


Arg 


Pro 


Pro 


Leu 


Pro 


Glu 


Leu 


Tyr Ser 










875 










880 








885 


Pro 


Glu 


Asp 


Gin 


Pro 


Pro 


Ala 


Val 


Pro 


Pro 


Leu 


Pro 


Arg 


Glu Ala 










890 










895 








900 


Thr 


He 


He 


Arg 


His 


Thr 


Ser 


Val 


Arg 


Gly 


Leu 


Lys 


Arg 


Gin Ser 








905 










910 








915 


Asp 


Glu 


Arg 


Lys 


Arg 


Asp 


Arg 


Glu 


Leu 


Gly Gin 


Cys 


Val 


Asn Gly 










920 










925 








930 


Asp 


Ser 


Arg 


Val 


Glu 


Leu 


Arg 


Ser 


Tyr 


Val 


Ser 


Glu 


Pro 


Glu Leu 










935 










940 








945 


Ala 


Thr 


Leu 


Ser 


Gly 


Asp 


Met 


Ala 


>— * T ____ 

Gin 


Pro 


Ser 


Leu 


Gly Leu Val 










950 










955 








960 


Gly 


Pro 


Glu 


Ser 


Arg 


Tyr 


Gin 


Thr 


Leu 


Pro 


Gly Arg 


Gly 


Leu Ser 










965 










970 








975 


Gly Ser 


Thr 


Ser 


Arg 


Leu 


Gin 


Gin 


Ser 


Ser 


Thr 


He 


Ala 


Pro Tyr 










980 










985 








990 


Val 


Thr 


T — - _ 

Leu 


Arg 


Arg 


Gly 


Leu 


Asn 


Ala 


Glu 


Ser 


Ser 


Lys 


Ala Thr 










995 








1000 








1005 


Phe 


Pro 


Arg 


Pro 


Lys 


Ser 


Ala 


Leu 


Glu 


Arg 


Leu 


Tyr 


Ser 


Gly Asp 








1010 










1015 








1020 


His 


Gin 


Arg 


Gly 


Lys 


Met 


Ser 


Ala 


Glu 


Glu 


Gin 


Leu 


Glu 


Arg Met 








1025 








1030 








1035 


Lys 


Arg 


His 


Gin 


Lys 


Ala 


Leu 


Val 


Arg 


Glu 


Arg 


Lys 


Arg 


Thr Leu 








1040 








1045 








1050 


Gly Gin 


Gly 


Glu 


Arg 


Thr 


Gly 


Leu 


Pro 


Ser 


Ser 


Arg 


Tyr 


Leu Ser 








1055 








1060 








1065 


Arg 


Pro 


Leu 


Pro 


Gly 


Asp 


Leu 


Gly 


Ser 


Val 


Cys 














1070 








1075 











<210> 8 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523952CD1 

<400> 8 



Met 


Ala 


Leu 


Phe 


Gly 


Ala 


Leu 


Phe 


Leu 


Ala Leu 


Leu 


Ala 


Gly Ala 


1 








5 










10 






15 


His 


Ala 


Glu 


Phe 


Pro 


Gly Cys 


Lys 


He 


Arg Val 


Thr 


Ser 


Lys Ala 










20 










25 






30 


Leu 


Glu 


Leu 


Val 


Lys 


Gin 


Glu 


Gly 


Leu 


Arg Phe 


Leu 


Glu 


Gin Glu 








< 


35 










40 






45 


Leu 


Glu 


Thr 


He 


Thr 


He 


Pro 


Asp 


Leu 


Arg Arg 


Lys 


Glu 


Gly His 










50 










55 






60 


Phe 


Tyr 


Tyr 


Asn 


He 


Ser 


Glu 


Pro 


Gly Leu Glu Arg Gly Ala Asp 
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65 

Lys Phe Pro Val Val 

80 

Leu Thr Leu Arg Pro 

95 



70 

Gly Gly Ser Ser Leu 

85 

Pro Val Gly 



Phe Leu Ala Leu Asp 



<210> 9 

<211> 619 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7513020CD1 



<400> 9 












Met 


Glu 


Ser 


Ser 


Ser 


Ser 


Ser 


1 








5 






Thr 


Ser 


Pro 


Ser 


Ala 


Val 


Val 










20 






Ser 


Leu 


Gin 


Ser 


Val 


Asp 


Val 










35 






Leu 


Asp 


Glu 


Met 


Ser 


His 


Lys 










50 






Cys 


Ala 


Phe 


Thr 


Leu 


Ser 


Lys 










65 






Val 


Cys 


Val 


Asn 


Glu 


Glu 


Gly 










80 






Gin 


Glu 


His 


Pro 


Val 


Val 


Leu 










95 






Asp 


Phe 


Leu 


Met 


Leu 


Ser 


Phe 










110 






Val 


Pro 


Val 


Xle 


Ala 


Ala 


Gly 










125 




Val 


Gly Glu 


Leu 


Leu 


Arg 


Met 










140 






Thr 


Phe 


Gly Gly Asn Lys 


Leu 










155 






Val 


Lys 


Thr 


Met 


Leu 


Arg 


Asn 










170 






Leu 


Glu 


Gly Thr Arg Ser Arg 










185 






Phe 


Gly Leu 


Leu 


Asn 


He 


Val 










200 






Val 


Phe 


Asp 


Thr 


Tyr 


Leu 


Val 










215 






lie 


Leu 


Glu 


Glu 


Thr 


Leu 


Tyr 










230 




Lys 


Pro 


Lys 


Glu 


Ser 


Thr 


Thr 










245 






Leu 


Ser 


Glu 


Asn 


Phe 


Gly 


Ser 










260 






Val 


Ser 


Leu 


Arg 


Ser 


Leu 


Ala 










275 






Tyr Asn 


Leu 


Val 


Pro 


Arg 


Tyr 










290 






Met 


His 


Ala 


Phe 


Val 


Thr 


Glu 










305 






Gin 


He 


Glu 


Asn 


Met 


Val 


Leu 










320 






Val 


Leu 


Leu 


Gin Asn Arg 


Pro 










335 






Glu 


Lys 


Thr 


Leu 


Trp 


Leu 


Lys 



Asn 


Ser 


Tyr 


Phe 


Ser 


Val 




XrXTO 






10 










Leu 


Leu 


Tyr 


Ser 


Leu 


Ser 


jjys 








25 












Leu 


Arg 


Glu 


Glu 


Val 


Ser 




J. J. c 






40 












Leu 


Arg 


Leu 


Gly Ala 


He 










55 










DU 


Val 


Phe 


Lys 


Gin 


He 


Phe 


Ser 


jjys 






70 












He 


Gin 


Lys 


Leu 


Gin 


Arg 


Ala 


Tl fa 






85 










Q n 

j7 yj 


Leu 


Pro 


Ser 


His 


Arg 


Ser 


Tyr 


J. X c= 






100 










±\JD 


Leu 


Leu 


Tyr 


Asn 


Tyr 


Asp 


Leu 


13 V A 

irro 




« 


115 










1 on 


Met 


Asp 


Phe 


Leu 


Gly Met 


Lys 


jxieu 






130 












Ser 


Gly Ala 


Phe 


Phe 


Met 


Arg 


Arg 






145 












Tyr 


Trp 


Ala 


Val 


Phe 


Ser 


Glu 


Tyr 






160 










ICR 


Gly Tyr Ala 


Pro 


Val 


Glu 


Phe 


irne 






175 










JLOU 


Ser 


Ala 


Lys 


Thr 


Leu 


Thr 


Pro 


Lys 






190 










195 


Met 


Glu 


Pro 


Phe 


Phe 


Lys 


Arg 


Glu 






205 










210 


Pro 


He 


Ser 


He 


Ser 


Tyr 


Asp 


Lys 






220 










225 


Val 


Tyr 


Glu 


Leu 


Leu 


Gly Val 


Pro 






235 










240 


Gly Leu 


Leu 


Lys 


Ala 


Arg 


Lys 


He 






250 










255 


Xle 


His 


Val 


Tyr 


Phe Gly Asp 


Pro 






265 










270 


Ala 


Gly Arg Met 


Ser 


Arg 


Ser 


Ser 






280 










285 


He 


Pro 


Gin 


Lys 


Gin 


Ser 


Glu 


Asp 






295 










300 


Val 


Ala 


Tyr 


Lys 


Met 


Glu 


Leu 


Leu 






310 










315 


Ser 


Pro 


Trp 


Thr 


Leu 


He 


Val 


Ala 






325 










330 


Ser 


Met 


Asp 


Phe 


Asp Ala 


Leu 


Val 






340 










345 


Gly Leu 


Thr 


Gin 


Ala 


Phe 


Gly Gly 
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350 



Phe 


Leu 


lie 


Trp 


Pro 


Asp Asn 


Lys 


Pro 










365 










Ala 


Ser 


He 


Leu 


Leu 


His 


Ser 


Asn 


He 










380 










Gin 


Val 


He 


Leu 


Lys 


Val 


Asp 


Ser 


Gly 










395 










Gly 


Leu 


Met 


"Leu 


Gin 


His 


He 


Thr 


Leu 










410 










Arg 


Asn 


Gin 


Leu 


Leu 


Asn 


He 


Phe 


Val 










425 










Val 


Ala 


Leu 


Gin 


Met 


Thr 


Pro 


Gly 


Phe 










440 








Ser 


Cys 


Phe 


Arg 


Phe 


Leu 


Arg 


Asp Val 










455 










Phe 


Leu 


Pro 


Gly 


Asn 


Thr 


Leu 


Lys 


Asp 










470 










Ijeu 


Leu 


Cys 


Lys 


Ser 


Glu 


Ala 


He 


Gin 










485 










Leu 


Val 


Thr 


Glu 


Lys 


Gly Asn 


Thr 


Val 










500 










Leu 


Phe 


Lys 


Pro 


Phe 


Val 


Glu 


Ser 


Tyr 










515 










Leu 


Leu 


Ser 


Glu 


Glu 


Glu 


Asp 


His 


Phe 










530 










Ala 


Ala 


Val 


Arg 


Lys 


Phe 


Thr 


Ser 


Gin 










545 










Ser 


Gin 


Cys 


Tyr 


Asp 


Val 


Leu 


Ser 


Ser 


« 








560 










Leu 


Ala 


Ala 


Cys 


Val 


Arg 


Leu 


Gly Val 










575 










Asn 


Asn 


Asn 


Cys 


He 


Phe 


Asn 


Val 


Asn 










590 










Leu 


Glu 


Glu 


Met 


Leu 


Gly Cys 


Lys 


Thr 










605 










Thr 


Ala 


Lys 


Leu 













<210> 10 
<211> 1433 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc^feature 

<223> Incyte ID No: 7513162CD1 

<400> 10 



Met 
1 


Gly 


Leu 


Arg 


Pro 
5 


Gly 


He 


Phe 


Leu 


Leu 


Gly 


Gin 


Gly 


Thr 


Pro 


Gin 


He 


His 










20 










Thr 


Leu 


Glu 


Gly 


Gin 


Leu 


Trp 


Pro 


Glu 










35 










Phe 


Pro 


Cys 


Asn 


Pro 


Asn 


Lys 


Leu 


Gly 










50 










Ser 


Val 


His 


Ser 


Leu 


Lys 


Pro 


Ser 


Asp 










65 










He 


Gly 


Asn 


Leu 


Glu 


He 


Pro 


Pro 


Asp 










80 








Glu 


Lys 


Gin 


Asp 


Trp 


Thr 


Glu 


Arg 


Pro 










95 










Val 


Met 


Thr 


Val 


Leu 


Ser 


Asp 


He 


He 



PCT/US2003/035946 



355 










360 


Ala 


Glu 


Glu 


Val 


Val 


Pro 


370 










375 


Ala 


Ser 


Leu 


Val 


Lys 


Asp 


385 










390 


Asp 


Ser 


Glu 


Val 


Val 


Asp 


400 










405 


Leu 


Met 


Cys 


Ser 


Ala 


Tyr 


415 










420 


Arg 


Pro 


Ser 


Leu 


Val 


Ala 


430 










435 


Arg 


Lys 


Glu 


Asp 


Val 


Tyr 


445 










450 


Phe 


Ala 


Asp 


Glu 


Phe 


He 


460 










465 


Phe 


Glu 


Glu Gly Cys 


Tyr 


475 










480 


Val 


Thr 


Thr 


Lys 


Asp 


He 


490 










495 


Leu 


Glu 


Phe 


Leu 


Val 


Gly 


505 










510 


Gin 


He 


He 


Cys 


Lys 


Tvr 


520 










525 


Ser 


Glu 


Glu 


Gin 


Tyr 


Leu 


535 










540 

^n* X# 


Leu 


Leu 


Asp 


Gin Gly 


Thr 


550 










555 


Asp 


Val 


Gin 


Lys 


Asn 


Ala 


565 










570 


Val 


Glu 


Lys 


Lys 


Lys 


He 


580 










585 


Glu 


Pro 


Ala 


Thr 


Thr 


Lys 


595 










600 


Pro 


He 


Gly Lys 


Pro 


Ala 


610 










615 



Leu 


Glu 


Leu 


Leu 


Leu 


Leu 


10 










15 


Thr 


Ser 


Pro 


Arg 


Lys 


Ser 


25 










30 


Thr 


Leu 


Lys 


Asn 


Ser 


Pro 


40 










45 


Val 


Asn 


Met 


Pro 


Ser 


Lys 


55 










60 


He 


Lys 


Phe 


Val 


Ala 


Ala 


-70 










75 


Pro 


Gly Thr 


Gly Asp 


Leu 


85 










90 


Gin 


Gin 


Val 


Cys 


Met 


Gly 


100 










105 


Arg 


Tyr 


Phe 


Ser 


Pro 


Ser 
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Val 


Pro 


Met 


Asp 


Gly 


Ala 


Asn 


Met 


Lys 


Leu 


He 


Asn 


Pro 


Ser 


Ala 


Leu 


Met 


Gly 


Phe 


Val 


Asn 


Gin 


Tyr 


His 


Cys 


Ser 


Glu 


Ser 


Tyr 


Gin 


Ser 


Glu 


Gin 


Glu 


Thr 


Thr 


Ser 


Thr 


Thr 


Ala 


Gly 


Glu 


Met 


Lys 


Cys 


Asn 


Ser 


Asn 


Glu 


Val 


Arg 


Ser 


Asp 


Thr 


He 


Asn 


Val 


Gly 


Ala 


Gly 


Tyr 


Arg 


Gly 


Thr 


Val 


Thr 


Leu 


Lys 


Gly 


Ala 


Phe 


Leu 


Pro 


Val 


Gin 


Arg 


He 


His 


Gly 


Gly 


Asn 


Ser 


Pro 


Gin 


Leu 


His 


Ala 


Leu 


Glu 


He 


Tyr 


Cys 


Pro 





110 




Pro 


Val 


Cys 




125 




Glu 


Asp 


Leu 




140 




Glu 


Asn 


Leu 




155 




Val 


Phe 


Phe 




170 




Gin 


Gin 


Asn 




185 




Val 


Leu 


Aso 




200 




Leu 


Val 


Asp 




215 




Gly 


Thr 


Tro 




230 




Glu 


Thr 


Thr 




245 




Glu 


Ala 


Trp 




260 




Glu 


Ser 


Phe 




275 




Pro 


Ser 


Leu 

^114 




290 




Leu 


Ala 


TXT) 




305 




Lys 


Asp 


Glu 




320 




Pro 


Ser 


Gin 




335 




Tyr 


Leu 


Thr 




350 




Glu 


Gly 


Ala 




365 




Val 


-Pro 


Thr 




380 




He 


Glv 


Ala 




395 




Ser 


Thr 


Pro 




410 




Leu 


Ser 


Tro 




425 




Thr 


Leu 


Ala 




440 




Phe 


Ser 


Val 




455 




Asn 


Gin 


Ala 




470 




Ala 


Ara 


Arcr 




485 




Phe 


Gin 


Glu 




500 




Asp 


Leu 


Cvs 




515 




Asn 


Phe 


Thr 




530 

^ -mi \J 




Glu 


Val 


Pro 




545 




Val 


Asn 


Leu 




560 




Arg 


Met 


He 




575 





His Thr Gly 
Trp He Gin 
Gin Leu Asp 
Ser Asn Ala 
Gly Leu Ala 
Tyr Leu Gin 
Leu Ser Glu 
Leu Ser Pro 
Arg Leu Ala 
Asn Ser Leu 
Thr Val Val 
His Ser Glu 
His Leu Trp 
Pro Leu Ser 
Glu Ser Pro 
Arg Leu Gin 
Glu He Arg 
Ser Val His 
Leu Gly Asp 
Gly Asn Val 
Ser Val Gly 
Asn He Leu 
Gly Thr Gly 
Val Ala Gly 
Leu Val Asp 
Asp Trp Lys 
Asp Phe Cys 
Asp Asn He 
Arg Ala Phe 
Arg Glu Leu 
Leu Arg Ser 



115 






Lvs 


Attt 


Val 


130 






Ala 


Gin 


Glu 


145 






Phe 


Gin 


Phe 


160 

■fc \f V 






Ser 


Gin 


Cvs 


175 






Ala 


Glv 


Glv 


190 






Gin 


Glu 


Val 


205 
^ \j 'J 






Val 


Al a 


Gl u 


220 






Ala 




Glu 


235 
^ tj 






Lvs 


Val 


Val 


250 

£t *J \J 








Ala 




265 






Phe 


Gin 


Jt JL W 


280 

A U V 








ir ju 1^ 




295 






Asn 




Met 


310 






Val 


Lvs 


His 


325 






Tvr 


Leu 


Phe 

f XX^5 


340 










G1 n 


355 
•J ^ ^ 






Cvs 




A^n 


370 










XJ Jf 43 


385 

•J U 












dOO 






XJ C wl 






4 ^ 






Glv 


Asn 


Glu 


430 

^ W 












r± 'a J 








Glu 

w JL \X 




460 






Glv 




Ala 


475 






Leu 


Met 


Lvs 


490 






He 


Tie 


XXxX. 


505 
^ \j ^ 






Asn 


Asn 


T»|3U 


520 






Glv 


Lvs 


Ala 


D J O 






Val 


Asn 


Leu 


550 






Tyr 


Gin 


Glu 


565 






Leu 


Cys 


Pro 


580 











120 


lie 

«b 


Pro 

4k 


His 






135 


Leu 

%A 


Val 


Arcr 






150 


ASTD 


Tro 

■ilk «k 


Lvs 






165 


Tvr 


Leu 


Cvs 






180 

w V 


Val 


Asn 


Glu 






195 


Pro 


Aro" 


Ala 






210 


Val 


Ser 


Arcr 








f ^ 


Ovs 

Vrf jf 0 


Asn 






240 


X XC w 


Gl n 


X JL^ 






£t ^ ■J 






X jr X. 






270 


Phe 


Phe 

£^XXw 


TVY* 






285 


Leu 


Gin 


Asn 






300 


Meti 


Glu 


Pro 






315 


Glv 


Aro" 


Pro 






330 
^ ^ \j 


Ser 


Tvr 


Arcr 






^ J 


Asn 


Lvs 


Leu 






360 




A C5T> 










Pro 


Ala 


Asn 






390 

«J ^ w 


Al a 


Gl V 


A Qn 






405 

^ U 






Gl Tl 
varxxx 






4.20 


Asn 


Tie 


Gl V 






^ 0 


AcSTI 
x^oxx 


f ^ w 


0 CSX. 










XT ^ U 


A GTl 








Glu 


Asn 


T 1 

XJdX 






480 


Asn 


Asn 


X XXX. 










XrXXC 


X JL C 






510 

•J JL\J 


Val 


His 


Tvr* 
x^x. 






S2 R 

■J ^ ^ 


Ti^u 


Asn 


Tie 

JL JL C 








Val 


Thr 


Val 






555 


Lys 


Lys 


Val 






570 


Cys 


Val 


Leu 






585 
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Lys 


Phe 


Asp 


Asp 


Asn 

c n f\ 

590 


Asn 


Lys 


Lys 


Phe 


Gin 


Arg 


Tyr 


Asp 


Thr 


Arg 

con 
620 


Phe 


Glu 


Asn 


Val 


Asp 

535 


Asn 


Ser 


Phe 


Phe 


Ala 

c c n 

650 


His 


Ser 


Arg 


Ala 


Ala 
665 


Val 


Gly 


Gin 


Lys 


Thr 
680 


lie 


Thr 


Cys 


Pro 


Asn 

695 


Asn 


Ser 


Met 


Gin 


Gly 
710 


Ala 


Pro 


Ser 


Ala 


Leu 
725 


Ala 


Asp 


lie 


Gin 


Val 
740 


Gly 


Asn 


Gly 


lie 


Gly 

755 


Thr 


Gin 


Tyr 


Arg 


Gly 

*~i ^ f\ 
770 


Leu 


Glu 


Asn 


Val 


Thr 
785 


Arg 


Asn 


Leu 


Thr 


Gly 

n n f\ 

800 


Thr 


Asn 


Ala 


Phe 


Leu 
815 


Asp 


Leu 


Met 


Ser 


Gin 

O O 

830 


Asp 


His 


Arg 


Val 


Asn 
845 


Leu 


lie 


Gly Gly 


Ser 










860 


Leu 


Tyr 


Ser 


Ala 


Ala 

n n 

875 


Asp 


Val 


Leu 


His 


Arg 

f\ r\ 

890 


Asp 


Phe 


Leu 


Asn 


Pro 
905 


Pro 


Asp 


Lys 


Cys 


Pro 
920 


Val 


Leu 


Thr 


Leu 


Arg 
935 


Ala 


Phe 


Ser 


Arg 


Ala 
950 


Ser 


Gly 


Arg 


Tyr 


Asp 
965 


Pro 


Phe 


Phe 


Gin 


Asn 
980 


Pro 


Asp 


Thr 


Ser 


Phe 
995 


Lys 


Pne 


His 


Ser 


Gin 








1010 


Glu 


Pro 


Leu 


Gly 


Ser 








1025 


Met 


Pro 


lie 


Thr 


Cys 








1040 


Pro 


Arg 


Asn 


Ser 


Asn 



Ser 


Tnr 


Glu 


Leu 


Ala 










c n c 

595 


(sXU 


Jbys 


Tnr 


HXS 


vjxn 










oXU 


GXU 


TV M — ^ 

Asp 


Pne 


Tnr 


vax 












xiec 


Fro 


Lys 


inr 


^^^^ 

oer 












Pro 


Asp 


Cys 


Pne 


Hxs 










c c 
ODD 


ser 


A±a 


JLjeu 


Trp 


Asn 










^ •~j r\ 

670 


Thr 


Arg 


Hxs 


Lys 


Pne 










f n c 

685 


Gin 


Val 


Gin 


Pro 


Pne 










'1 f\ f\ 
700 


ms 


Gly 


Tnr 


Trp 


Leu 










"-7-1 T~ 

715 


Hxs 


Pro 


Thr 


Ser 


Val 










730 


Val 


Ala 


TV 1 A 

Ala 


Leu 


Gly 










745 


Ser 




Pro 


Asp 


Asp 






Tyr 




760 


Leu 


Ser 


Ser 


Ala 










775 


Thr 


Leu 


Pro 


Asn 


He 










790 


Tyr 


TV T _ 

A±a 


vax 


Gly Thr 










805 


TV , « 

Asn 


Gxn 


TV n 

AX a 


Val 


Pro 










820 


Val 


Gin 


Thr 


Leu 


Met 










835 


Pne 


Hxs 


Glu 


Asp 


Trp 










850 


Asp 


Leu 


Cys 


Asp 


Tyr 










865 


Asn 


Phe 


Val 


Asp 


His 










880 


Glu 


Val 


Pro 


Arg Val 










895 


Thr 


He 


Met 


Arg 


Gin 










910 


Val 


Gin 


Gin 


Ala 


Ser 










925 


Glu 


Asn 


Ser 


Gin 


Glu 










940 


Tyr 


Arg 


Ser 


Ser 


Met 










955 


Thr 


Gin 


Glu 


Asp 


Phe 










970 


-J- n _ 

lie 


Gin 


Leu 


Pro 


Val 










985 


Phe 


Ala 


Pro 


Asp 


Cys 








1000 


Leu 


TV T ^ 

Axa 


Arg 


Ala 


Leu 








1015 


Lys 


Thr 


Glu 


Thr 


Leu 








1030 


Pro 


Thr 


Gin 


Asn 


Glu 








1045 


Tyr 


Thr 


Tyr 


Pro 


He 



inr 


Leu 


xxe 


vsXU 


Fne 










bUU 


Xieu 


xxe 


uxu 


v» 

oer 


GXy 










oXd 


vax 


vax 


Gxn 


^^^^ 

Fro 


Pne 












V7XU 


C:rXy 


Lieu 




ASp 












irne 


oer 




Xiys 


OcZT 










c c n 


Asn 


neu 


ijeu 


^J.U 


Fro 










b /D 


GXU 


TV MM 

Asn 


Lys 


xxe 


Asn 










f 0 rv 
690 


Leu 


Arg 


Thr 


Tyr 


uys 










7 05 


Pro 


Cys 


Arg 


Asp 


Arg 










720 


HXS 


TV T _ 

Axa 


Leu 


Arg 


Fro 










735 


Asp 


Ser 


Leu 


Thr 


TV *1 a 

AXa 










750 


Leu 


Pro 


ASp 


vax 


rnr 










f-f c c 

765 


Gly 


Gly 


Asp 


GXy 


oer 










7o0 


Leu 


Arg 


VjXU 


Fne 


TV 

Asn 










•-7 n c 


Gly Asp 


TV T _ 

AX a 


Asn 


Asp 










0 1 rv 
oXU 


Gly Ala 


Lys 


AX a 


CaXU 












Gin 


Lys 


Met 


Lys 


Asp 












Lys 


Val 


XXe 


Thr 


Val 










0 c c 


Cys 


Thr 


IV .-. TL. 

Asp 


Ser 


Asn 










870 


Leu 


Arg 


Asn 


Ala 


Leu 










885 


Leu 


Val 


TV - 

Asn 


Leu 


Val 










900 


Val 


Phe 


Leu 


Gly Asn 










915 


Val 


Leu 


Cys 


Asn 


Cys 










930 


Leu 


Ala 


Arg 


Leu 


Glu 










945 


Arg 


Glu 


Leu 


Val 


Gly 










960 


Ser 


Val 


VaX 


Leu 


Gin 










975 


Leu 


Ala 


Asp 


Gly 


Leu 










990 


He 


His 


Pro 


Asn 


Gin 








1005 


Trp 


Thr 


Asn 


Met 


Leu 








1020 


Asp 


Leu 


Arg 


Ala 


Glu 








1035 


Pro 


Phe 


Leu 


Arg 


Thr 








1050 


Lys 


Pro 


Ala 


He 


Glu 
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T n R 


TV 




ijrxy 


"v* TV 

oer Asp 








X u / u 




VdJL 


XrX Vj 


rpVi -y* Coy* 








XU03 




vax 


Til a 

AX a 


AX a Xieu 








1 1 nn 


"TV 


JrxO 


TV csn 

ASH 


TV Qvi C ^K^^ 

ASH oSi 








lilt; 

xxxo 




± X^ 


Gov 










XX J u 




xrro 


TV y% 
ASH 


XX6 XicU 








XX4D 




inr 


osr 


rri'V^ ^* fiiM««i > 

±xir irp 








XXoU 


Var±U 




AX a 


ATy AXa 








XX / 3 


vaj. 


/^T 1 1 


Arg 


JMec Xiys 








xxy u 




ijys 


XjBU 


vax inr 














V7XU. 


ASH xrro 








xzzu 


£1XS 


Tl a. 


varXn 


uXH AX a 








XZOO 


J\±cL 


irlie 


vax 


ASH vax 








xz o u 




v»xy 


IjXIl 


Vjxy vyxy 








1 O C K 


cys 


ni V% V* 

rnr 


L.ys 


XieUL ATy 








X^oU 




juys 




vax ASH 








XZ7D 


o ^ ■>— 


xy^iT 


irp 


jixs v^xn 








X J XU 


Vo.X 


vjjxn 


fro 


Jtrne irne 








t o o c 
XOZ D 






rnr 


Asp Lieu 








1 "a >i A 


ft amjm. 


ASp 


Arg 


CaXy HXS 








1 o c: c: 




urXU 


o6r 


xrro J.\yr 








X^ / U 


Fro 


ASp 


Gxn 


AX a CjXu 








1385 


Pro 


Val 


Ala 


Ala Gly 








1400 


Val 


Val 


Trp 


Arg Cys 








1415 


Met 


Ser 


Leu 


Arg Thr 








1430 



<210> 11 

<211> 1004 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 
<223> Incyte ID No: 

<400> 11 

Met Gly Leu Arg Pro 









xuo u 


irH6 


Xieu 


cys 


inr vjxu 








X U / 3 


V dJ. 




V7XH 


.rax. y 








XU17 u 


urxy 


TV oir% 
ASp 


06X 


T . Al 1 n^ln 








xxuo 


DcXT 


A 01^ 
ASp 


T . Al 1 


Jr X u X XIX 








xxz u 


oxy 


TV dr\ 
AS>p 


oxy 


Aoxl XlcU 








X X3 D 


Xiys 


Xiys 


irHe 


ASH JtrXO 








XX3 U 


V7XU 


ijxy 


xnr 


TV 1 a r*1 -^r 

Axa (axy 








XXOD 


Arg 


TV 

Asp 


Mec 


Fro AX a 








XXoU 


Asn 


C 

oer 


Fro 


Asp xxe 








1 *1 Q C 

xxy o 


Leu 


irne 


xxe 


(jXy vax 








XZX U 


^xu 


TV 1 a 

AX a 


±1X5 


Xieu AX a 










jueu 


TV 

ASp 


xxe 


Xieu ber 










vax 


V7XU 


vax 


JXLeU VaXU 










T »^ TO 

xiys 


^ys 


A 1 a 

Axa 


1X1,6 Li. Xjeu 








xz / u 


£lXS 


C3 w« 

oer 


VirXn 


ber ber 








1 0 Q R 


Trp 


TV 

Asn 


Xieu 


LrXn xlxS 








T 1 A n 


ly^r 


inr 


vjxn 


TV ^^^^ 1 ^ ^ 

Arg CjXu 








X J xo 


VjtXH 


TV esn 
ASH 


i nr 


Xieu i nr 








1 "5 T n 
X JO U 


inr 


fne 


Fne 


ber CsXu 








1 *a ^ c 


AX a 


VaXU 


nec 


Axa xxe 








I 0 C A 

X J bU 


Lieu 


iyr 


xnr 


X ^ TV ^^^v 

Xieu Arg 










Glu 


Ala 


Pro 


Glu Val 








1390 


Val 


Gly 


Leu 


Val Val 








1405 


Arg 


Arg 


Gly 


Gly Arg 








1420 


Val 


Ala 


Leu 





7513164CD1 

Gly lie Phe Leu Leu 



1065 

Trp Lys Ala Ser Asn 

1080 

Pro Ala Asp lie Lys 

1095 

Thr Ala Val Gly Ala 

1110 

Ser Trp Arg Gly Leu 

1125 

Glu Thr His Thr Thr 

1140 

Tyr Leu Leu Gly Phe 

1155 

Leu Asn Val Ala Ala 

1170 

Gin Ala Trp Asp Leu 

1185 

Asn Leu Glu Lys Asp 

1200 

Asn Asp Leu Cys His 

1215 

Thr Glu Tyr Val Gin 

1230 

Glu Qlu Leu Pro Arg 

1245 

Leu Ala Ser Leu Tyr 

1260 

Ala Ala Gin Asn Asn 

1275 

Leu Glu Lys Gin Glu 

1290 

Gly lie Ser Ser Phe 

1305 

Asp Phe Ala Val Val 

1320 

Pro Leu Asn Glu Arg 

1335 

Asp Cys Phe His Phe 

1350 

Ala Leu Trp Asn Asn 

1365 

Asn Ser Arg Leu Leu 

1380 

Leu Tyr Trp Ala Val 

1395 

Gly lie lie Gly Thr 

1410 

Arg Glu Asp Pro Pro 

1425 



Glu Leu Leu Leu Leu 
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J. 








c 
3 








Leu 


Gly 


Gin 


Gly 


Thr 


Pro 


Gin 


He 


Thr 


Leu 


Glu 


Gly 


Gin 

O D 


Leu 


Trp 


Pro 


Phe 


Pro 


Cys 


Asn 


Pro 


Asn 


Lys 


Leu 


Ser 


Val 


His 


Ser 


Leu 


Lys 


Pro 


Ser 


lie 


Gly 


Asn 


Leu 


Glu 
o u 


He 


Pro 


Pro 


Glu 


Lys 


Gin 


Asp 


Trp 


Thr 


Glu 


Arg 


Val 


Met 


Thr 


Val 


Leu 

Tin 
XXU 


Ser 


Asp 


He 


Val 


Pro 


Met 


Pro 


Val 

IOC 
XZo 


Cys 


His 


Thr 


Asp 


Gly 


AX a 


tjXU 


ASp 

1 /I n 
X4t u 


Leu 


Trp 


He 


Asn 


Met 


Lys 


Glu 


Asn 

"ice; 
Xdd 


Leu 


Gin 




Leu 


lie 


Asn 


Val 


Phe 

X / U 


Phe 


Ser 


Asn 


Pro 


Ser 


Ala 


Gin 


Gin 


Asn 


Gly Leu 










X oD 








Leu 


Met 


Gly 


Val 


Leu 

o n r\ 
Z U U 


Asp 


Tyr 


Leu 


Phe 


Val 


Asn 


Leu 


Val 

OIK 
ZXD 


Asp 


Leu 


Ser 


Gin 


Tyr 


His 


Gly 


Thr 

o *i n 
Z J U 


Trp 


Leu 


Ser 


Cys 


Ser 


Glu 


Glu 


Thr 


Thr 


Arg 


Leu 


Ser 


Tyr 


Gin 


Glu 


Ala 

Z O U 


Trp 


Asn 


Ser 


Ser 


Glu 


Gin 


Glu 


Ser 

O "7 C 


Phe 


Thr 


Val 


Glu 


Thr 


Thr 


Pro 


Ser 

O Q A 


Leu 


His 


Ser 


Ser 


Thr 


Thr 


Leu 


Ala 

*3 rt c 

30d 


Trp 


His 


Leu 


Ala 


Gly 


Glu 


Lys 


Asp 

n O M 

o z U 


Glu 


Pro 


Leu 


Met 


Lys 


Cys 


Pro 


Ser 

o 

33d 


Gin 


Glu 


Ser 


Asn 


Ser 


Asn 


Tyr 


Leu 

*3 c r\ 

350 


Thr 


Arg 


Leu 


WXU 


vax 


Arg 


vsXU 


vjiXy 

o c c 
Job 


AX a 


Glu 


He 


Ser 


Asp 


Thr 


Val 


Pro 

"ion 


Thr 


Ser 


Val 


lie 


Asn 


Val 


He 


Gly 

O Q C 

3y b 


Ala 


Leu 


Gly 


Gly 


Ala 


Gly 


Ser 


Thr 


Pro 


Gly Asn 










4XU 








Tyr 


Arg 


Gly 


Leu 


Ser 
425 


Trp 


Ser 


Val 


Thr 


Val 


Thr 


Thr 


Leu 
440 


Ala 


Asn 


He 


Leu 


Lys 


Gly 


Phe 


Ser 
455 


Val 


Gly 


Thr 


Ala 


Phe 


Leu 


Asn 


Gin 
470 


Ala 


Val 


Ala 



10 15 



His 


Thr 


oer 


Jtrro 


Arg 


Xiys 


oer 




25 












Glu 


Thr 


Leu 


Lys 


Asn 


oer 


-V" 

pro 




40 












Gly Val 


Asn 


Met 


JfcrrO 


oer 


Liys 




55 










Q U 


Asp 


He 


Lys 


Phe 


vax 


AX a 


Axa 




70 












Asp 


Pro 


Gly Thr 


VaXy 


TV 

ASp 


Xieu 




85 










y u 


Pro 


Gin 


Gin 


Val 


\-.ys 


Mec 


trrXy 




100 










XUb 


He 


Arg 


Tyr 


Phe 


ser 


Pro 


Qi v« 

oer 




115 










ion 

xz u 


Gly Lys 


Arg 


Val 


xxe 


Pro 


HXS 




13 U 










XO D 


LyXn 


TV T *^ 

AX a 


Gin 


Glu 


Leu 


VaX 


Arg 




X40 










1 c rv 
Xb 0 


ASp 


Jrne 


Gin 


Phe 


Asp 


Trp 


Lys 




Xb U 










ICC 

Xob 


TV 1 

AX a 


ber 


Gin 


Cys 


Tyr 


Leu 


cys 




175 










1 Q A 

XoU 


AX a 


TV *1 A 

AX a 


Gly Gly 


vax 


ASp 


CvXU 




ly 0 










xy b 


(aXn 


vjjXn 


CarXU 


vax 


Jrro 


Arg 


TV T 

AX a 




o r\ c 










Din 
z xu 


GXU 


vax 


AX a 


Glu 


vax 


Ser 


Arg 




o o r* 

220 










o o c 

zzb 


Pro 


Ala 


Pro 


Glu 


jfro 


uys 


TV #*4 

Asn 




o o c 

235 










Z4U 


Ala 


Lys 


vax 


vax 


Mec 


brXn 


f*f*l ^^^^^ 

irp 




250 










OCR 

Zbb 


Leu 


Leu 


Ala 


Ser 


oer 


Arg 


^^^^ y^^* 

Tyr 




265 










o "7 n 

Z / u 


Val 


Phe 


Gin 


Pro 


£'ne 


pne 


Tyr 




280 










O Q 

z ob 


Glu 


Asp 


Pro 


Arg 


Leu 


Gin 


Asp 




295 












Trp 


Asn 


Arg 


Met 


Met 


GXu 


Pro 




310 










^xb 


Ser 


Val 


Lys 


His 


Gly 


Arg 


Pro 




325 










•3 *a A 
J J U 


Pro 


Tyr 


Leu 


Phe 


Ser 


Tyr 


Arg 




340 










345 


Gin 


Lys 


Pro 


Gin 


Asp 


Lys 


Leu 




355 










360 


Arg 


Cys 


Pro 


Asp 


Lys 


Asp 


Pro 




370 










375 


His 


Arg 


Leu 


Lys 


Pro 


Ala 


Asp 




385 










390 


Asp 


Ser 


Leu 


Thr 


TV n — 

AX a 


Gly Asn 




400 










405 


Val 


Leu 


Asp 


Val 


Leu 


Thr 


Gin 




415 










420 


Gly Gly 


Asp 


Glu 


Asn 


He 


Gly 




430 










435 


Leu Arg 


Glu 


Phe 


Asn 


Pro 


Ser 




445 










450 


Gly Lys 


Glu 


Thr 


Ser 


Pro 


Asn 




460 










465 


Gly Gly 


Arg 


Ala 


Glu 


Asp 


Leu 



475 480 
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Pro 


Val 


Gin 


Ala 


Arg 
485 


Arg 


Leu 


Val 


Asp 


Leu 
490 


Met 


Lys 


Asn 


Asp 


Thr 
495 


Arg 


lie 


His 


Phe 


Gin 
500 


Glu 


Asp 


Trp 


Lys 


He 
505 


He 


Thr 


Leu 


Phe 


He 

510 


Gly 


Gly 


Asn 


Asp 


Leu 
515 


Cys 


Asp 


Phe 


Cys 


Asn 
520 


Asp 


Leu 


Val 


His 


Tyr 
525 


Ser 


Pro 


Gin 


Asn 


Phe 
530 


Thr 


Asp 


Asn 


He 


Gly 
535 


Lys 


Ala 


Leu 


Asp 


He 
540 


Leu 


His 


Ala 


Glu 


Val 
545 


Pro 


Arg 


Ala 


Phe 


Val 
550 


Asn 


Leu 


Val 


Thr 


Val 
555 


Leu 


Glu 


He 


Val 


Asn 
560 


Leu 


Arg 


Glu 


Leu 


Tyr 
565 


Gin 


Glu 


Lys 


Lys 


Val 
570 


Tyr 


Cys 


Pro 


Arg 


Met 
575 


He 


Leu 


Arg 


Ser 


Leu 
580 


Cys 


Pro 


Cys 


Val 


Leu 
585 


Lys 


Phe 


Asp 


Asp 


Asn 
590 


Ser 


Thr 


Glu 


Leu 


Ala 
595 


Thr 


Leu 


He 


Glu 


Phe 
600 


Asn 


Lys 


Lys 


Phe 


Gin 
605 


Glu 


Lys 


Thr 


His 


Gin 
610 


Leu 


He 


Glu 


Ser 


Gly 
615 


Arg 


Tyr 


Asp 


Thr 


Arg 
620 


Glu 


Asp 


Phe 


Thr 


Val 
625 


Val 


Val 


Gin 


Pro 


Phe 

630 


Phe 


Glu 


Asn 


Val 


Asp 

635 


Met 


Pro 


Lys 


Thr 


Ser 
640 


Glu 


Gly 


Leu 


Pro 


Asp 
645 


Asn 


Ser 


Phe 


Phe 


Ala 
650 


Pro 


Asp 


Cys 


Phe 


His 
655 


Phe 


Ser 


Ser 


Lys 


Ser 
660 


His 


Ser 


Arg 


Ala 


Ala 
665 


Ser 


Ala 


Leu 

• 


Trp 


Asn 
670 


Asn 


Met 


Leu 


Glu 


Pro 
675 


Val 


Gly 


Gin 


Lys 


Thr 
680 


Thr 


Arg 


His 


Lys 


Phe 
685 


Glu 


Asn 


Lys 


He 


Asn 
690 


lie 


Thr 


Cys 


Pro 


Asn 

695 


Gin 


Val 


Gin 


Pro 


Phe 
700 


Leu 


Arg 


Thr 


Tyr 


Lys 
705 


Asn 


Ser 


Met 


Gin 


Gly 
710 


His 


Gly 


Thr 


Trp 


Leu 
715 


Pro 


Cys 


Arg 


Asp 


Arg 
720 


Ala 


Pro 


Ser 


Ala 


Leu 
725 


His 


Pro 


Thr 


Ser 


Val 
730 


His 


Ala 


Leu 


Arg 


Pro 
735 


Ala 


Asp 


He 


Gin 


Val 
740 


Val 


Ala 


Ala 


Leu 


Gly 
745 


Asp 


Ser 


Leu 


Thr 


Ala 
750 


Gly 


Asn 


Gly 


He 


Gly 
755 


Ser 


Lys 


Pro 


Asp 


Asp 
760 


Leu 


Pro 


Asp 


Val 


Thr 

765 


Thr 


Gin 


Tyr 


Arg 


Gly 
770 


Leu 


Ser 


Tyr 


Ser 


Ala 
775 


Gly 


Gly 


Asp 


Gly 


Ser 
780 


Leu 


Glu 


Asn 


Val 


Thr 
785 


Thr 


Leu 


Pro 


Asn 


He 
790 


Leu 


Arg 


Glu 


Phe 


Asn 
795 


Arg 


Asn 


Leu 


Thr 


Gly 
800 


Tyr 


Ala 


Val 


Gly 


Thr 
805 


Gly 


Asp 


Ala 


Asn 


Asp 
810 


Thr 


Asn 


Ala 


Phe 


Leu 


Asn 


Gin 


Ala 


Val 


Pro 


Gly 


Ala 


Lys 


Ala 


Glu 










815 










820 








825 


Asp 


Leu 


Met 


Ser 


Gin 
830 


Val 


Gin 


Thr 


Leu 


Met 
835 


Gin 


Lys 


Met 


Lys 


Asp 
840 


Asp 


His 


Arg 


Val 


Asn 
845 


Phe 


His 


Glu 


Asp 


Trp 
850 


Lys 


Val 


He 


Thr 


Val 
855 


Leu 


lie 


Gly 


Gly 


Ser 
860 


Asp 


Leu 


Cys 


Asp 


Tyr 
865 


Cys 


Thr 


Asp 


Ser 


Asn 
870 


Leu 


Tyr 


Ser 


Ala 


Ala 
875 


Asn 


Phe 


Val 


His 


His 
880 


Leu 


Arg 


Asn 


Ala 


Leu 
885 


Asp 


Val 


Leu 


His 


Arg 

890 


Glu 


Val 


Pro 


Arg 


Val 
895 


Leu 


Val 


Asn 


Leu 


Val 
900 


Asp 


Phe 


Leu 


Asn 


Pro 


Thr 


He 


Met 


Arg 


Gin 


Val 


Phe 


Leu 


Gly 


Asn 










905 










910 








915 


Pro 


Asp 


Lys 


Cys 


Pro 
920 


Val 


Gin 


Gin 


Ala 


Arg 
925 


Ala 


Ala 


Cys 


Ala 


Ser 
930 


Trp 


Trp 


Gly 


Gin 


Ala 
935 


Ala 


Met 


Thr 


Arg 


Arg 
940 


Arg 


Thr 


Ser 


Leu 


Tarp 
945 


Cys 


Cys 


Ser 


Pro 


Ser 


Ser 


Arg 


Thr 


Ser 


Ser 


Ser 


Leu 


Ser 


Trp 


Arg 
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950 

Met Gly Ser Gin lie 

965 

Gin lie Arg Asn Ser 

980 

lie Cys Leu Asn His 

995 

<210> 12 
<211> 380 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 12 



Met 


Glu 


Gly 


Ala 


Ala 


1 








5 


Val 


Gin 


Gin 


Asn 


Val 
20 


Ser 


Lys 


Pro 


Leu 


Gly 
35 


Ser 


Ser 


He 


Phe 


He 

50 


Val 


Ser 


Thr 


Gin 


Asn 
65 


Trp 


Asn 


Gly 


Phe 


Val 
80 


Asp 


Glu 


Leu 


Arg 


Lys 
95 


Met 


Lys 


Asp 


Lys 


Asn 
110 


Trp 


Phe 


Leu 


Lys 


Glu 
125 


Asn 


He 


Arg 


Arg 


Leu 
140 


His 


Lys 


Gly 


Thr 


Thr 
155 


lie 


Ser 


Ser 


Gly 


He 
170 


Phe 


Thr 


Glu 


Gly 


Gly 
185 


Leu 


Gly 


He 


Thr 


Ala 
200 


Asp 


Tyr 


Gly 


Lys 


Lys 
215 


Val 


He 


Lys 


Ser 


Leu 
230 


Gly 


Glu 


Asn 


He 


Ser 

245 


Gin 


Leu 


Thr 


Arg 


Gly 
260 


Ala 


Arg 


Ala 


Asn 


Leu 
275 


Pro 


Arg 


Val 


Thr 


Glu 
290 


Glu 


Arg 


Val 


Asn 


Glu 
305 


Lys 


Leu 


Thr 


Asp 


Val 
320 


Val 


Val 


Tyr 


Leu 


Val 



955 

Arg Pro Ser Leu Pro 

970 

Thr Pro Ser Trp Pro 

985 

Leu Glu Ala Lys Gin 

1000 



7513496CD1 



Leu 


Leu 


Arg 


Val 


Ser 
10 


Pro 


Ser 


Gly Thr 


Asp 










25 


Asp 


T2rp 


AX a 


TV 1 <s 

A±a 


Gly 
40 


Glu 


Asp 


A±a 


x±e 


Lys 

55 


Leu 


Leu 


Leu 


Leu 


Leu 
70 


Ala 


Ala 

» 


Axa 


G±U 


Leu 
85 


Ala 


Leu 


Asp 


TV Mv« 

Asn 


Leu 
100 


Trp 


His 


Asp 


Lys 


Gly 

115 


Phe 


Pro 


Arg 


Leu 


Lys 
130 


Arg 


Ala 


Leu 


Ala 


Asp 
145 


He 


Ala 


Asn 


Val 


Val 
160 


Leu 


Thr 


Leu 


Val 


Gly 
175 


Ser 


Leu 


Val 


Leu 


Leu 
190 


Ala 


Leu 


Thr 


Gly 


He 
205 


Tirp 


Trp 


Thr 


Gin 


Ala 
220 


Asp 


Lys 


Leu 


Lys 


Glu 
235 


Asn 


Phe 


Leu 


Ser 


Leu 

250 


He 


Gly 


Lys 


Asp 


He 
265 


Gin 


Ser 


Val 


Pro 


His 
280 


Pro 


He 


Ser 


Ala 


Glu 
295 


Pro 


Ser 


He 


Leu 


Glu 
310 


Ala 


Pro 


Val 


Ser 


Phe 
325 


Tyr 


Glu 


Ser 


Lys 


His 



960 

Gin Thr Ala Ser Thr 

975 

Glu Pro Phe Gly Pro 

990 

Arg Pro Trp Thr 



Val 


Leu 


Cys 


He 


Trp 










15 


Thr 


Gly Asp 


Pro 


Gin 










30 


Thr 


Met 


Asp 


Pro 


Glu 










45 


Tyr 


Phe 


Lys 


Glu 


Lys 










60 


Thr 


Asp 


Asn 


Glu 


"TV T « 

AX a 










75 


Pro 


Arg 


Asn 


Glu 


TV T 

A±a 










90 


Ala 


Arg 


Gin 


Met 


He 










105 


Gin 


Gin 


Tyr 


Arg 


Asn 










120 


Ser 


Lys 


Leu 


Glu 


Asp 










135 


Gly Val 


Gin 


Lys 


Val 










150 


Ser 


Gly 


Ser 


Leu 


Ser 










165 


Met 


Gly Leu Ala 


Pro 










180 


Glu 


Pro 


Gly Met 


Glu 










195 


Thr 


Ser 


Ser 


Thr 


He 










210 


Gin 


Ala 


His 


Asp 


Leu 










225 


Val 


Lys 


Glu 


Phe 


Leu 










240 


Ala Gly Asn Thr 


Tyr 










255 


Arg 


Ala 


Leu 


Arg 


Arg 










270 


Ala 


Ser 


Ala 


Ser 


Arg 










285 


Ser 


Gly 


Glu 


Gin 


Val 










300 


Met 


Ser 


Arg 


Gly 


Val 










315 


Phe 


Leu 


Val 


Leu 


Asp 










330 


Leu 


His 


Glu Gly 


Ala 
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335 340 345 

Lys Ser Glu Thr Ala Glu Glu Leu Lys Lys Val Ala Gin Glu Leu 

350 355 360 

Glu Glu Lys Leu Asn lie Leu Asn Asn Asn Tyr Lys lie Leu Gin 

365 370 375 

Ala Asp Gin Glu Leu 

380 

<210> 13 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 7514724CD1 

<400> 13 



Met 


Arg 


lie 


Trp 


Trp Leu 


Leu 


Leu Ala 


lie 


Glu lie 


Cys 


Thr Gly 


1 








5 






10 






15 


Asn 


lie 


Asn 


Ser 


Gin Asp 
20 


Thr 


Cys Arg 


Gin 
25 


Gly His 


Pro 


Gly He 
30 


Pro 


Gly 


Asn 


Pro 


Gly His 


Asn 


Val Leu 


Pro 


Gly Arg Asp 


Gly Arg 










35 






40 






45 


Asp 


Gly 


Ala 


Lys 


Gly Asp 


Lys 


Gly Asp Ala 


Gly Glu 


Pro 


Gly Cys 










50 






55 






60 


Pro 


Gly 


Ser 


Pro 


Gly Lys 
65 


Asp 


Gly Thr 


Ser 
70 


Gly Glu 


Lys 


Gly Glu 
75 


Arg 


Gly 


Ala 


Asp 


Gly Lys 
80 


Val 


Glu Ala 


Lys 
85 


Gly He 


Lys 


Gly Met 
90 


Phe 


Arg 


Cys 


Leu 


Trp Ser 
95 


Lys 


Thr Glu 











<210> 14 
<211> 304 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 7514797CD1 

<400> 14 



Met 


Ala 


Ala 


Gly 


He 


Val 


Ala 


Ser 


Arg 


Arg 


Leu 


Arg Asp Leu Leu 


1 








5 










10 




15 


Thr 


Arg 


Arg 


Leu 


Thr 


Gly 


Ser 


Asn 


Tyr 


Pro 


Gly 


Leu Ser He Ser 










20 










25 




30 


Leu 


Arg 


Leu 


Thr 


Gly 


Ser 


Ser 


Ala 


Gin 


Glu 


Ala 


Ala Ser Gly Val 










35 










40 




45 


Ala 


Leu 


Gly 


Glu 


Ala 


Pro 


Asp 


His 


Ser 


Tyr 


Glu 


Ser Leu Arg Val 










50 










55 




60 


Thr 


Ser 


Ala 


Gin 


Lys 


His 


Val 


Leu 


His 


Val 


Glri 


Leu Asn Arg Pro 










65 










70 




75 


Asn 


Lys 


Arg 


Asn 


Ala 


Met 


Asn 


Lys 


Val 


Phe 


Trp 


Arg Glu Met Val 










80 










85 




90 


Glu 


Cys 


Phe 


Asn 


Lys 


He 


Ser 


Arg Asp Ala Asp 


Cys Arg Ala Val 










95 










100 




105 


Val 


He 


Ser 


Gly 


Ala 


Gly 


Lys 


Met 


Phe 


Thr 


Ala 


Gly He Asp Leu 










110 










115 




120 


Met 


Asp 


Met 


Ala 


Ser Asp 


He 


Leu 


Gin 


Pro 


Lys 


Gly Asp Asp Val 










125 










130 




135 


Ala 


Arg 


He 


Ser 


Trp 


Tyr 


Leu 


Arg 


Asp 


He 


He 


Thr Arg Tyr Gin 










140 










145 




150 
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Glu 


Thr 


Phe 


Asn 


Val 
155 


Ala 


Val 


His 


Gly 


Gly 
170 


Ala 


Cys 


Asp 


lie 


Arg 
185 


Lys 


Glu 


Val 


Asp 


Val 
200 


Arg 


Leu 


Pro 


Lys 


Val 
215 


Lys 


Glu 


Val 


Met 


Leu 
230 


Ser 


Ser 


Lys 


Ser 


Pro 
245 


Leu 


Tyr 


Ser 


Arg 


Asp 
260 


Ala 


Ser 


Trp 


Asn 


Met 
275 


Ser 


Val 


Gin 


Ala 


Thr 
290 


Phe 


Ser 


Lys 


Leu 





<210> 15 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> niisc_f eature 
<223> Incyte ID No: 

<400> 15 



Met 


Ala 


Thr 


Pro 


Tyr 


1 








5 


Ala 


Ser 


Ser 


Phe 


Thr 
20 


Gly 


Ser 


Val 


Ser 


Thr 
35 


Asp 


Ser 


Asn 


Met 


Gly 

50 


Pro 


Arg 


Asp 


Thr 


Glu 
65 


Asp 


Arg 


Pro 


Ser 


Thr 
80 


Glu 


Arg 


Ala 


Lys 


Phe 
95 


Pro 


Glu 


Glu 


Ser 


Trp 
110 


Arg 


Leu 


Asn Asp 


Lys 










125 


Ala 


Leu 


Pro 


Pro 


Lys 
140 


Phe 


Leu 


Glu Asp 


Arg 










155 


Leu 


Val 


Ala 


His 


Lys 
170 



<210> 16 
<211> 209 
<212> PRT 

<213> Homo sapiens 



lie Glu Arg Cys Pro 

160 

Cys He Gly Gly Gly 

175 

Tyr Cys Ala Gin Asp 

190 

Gly Leu Ala Ala Asp 

205 

He Gly Asn Gin Ser 

220 

Asp Ala Ala Leu Ala 

235 

Val Ala Val Gin Ser 

250 

His Ser Val Ala Glu 

265 

Ser Met Leu Gin Thr 

280 

Thr Glu Asn Lys Glu 

295 



r 



7512100CD1 



Val Pro Val Pro Met 

10 

Thr Asn Arg Asn Gin 

25 

Ser Ser Asn Ser Ser 

40 

Thr Ala Ser Ser He 

si 

Glu Gin Asn Pro Glu 

70 

Pro Thr He Leu Gly 

85 

Thr Val Tyr Lys He 

100 

Val Val Phe Arg Arg 

115 

Leu Lys Glu Met Phe 

130 

Arg Trp Phe Lys Asp 

145 

Gin Leu Gly Leu Gin 

160 

Asp He Ala Asn Trp 

175 
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Lys 


Pro 


Val 


He 


Ala 
165 


Val 


Asp 


Leu 


Val 


Thr 
180 


Ala 


Phe 


Phe 


Gin 


Val 

195 


Val 


Gly 


Thr 


Leu 


Gin 
210 


Arg 


Val 


Phe 


Pro 


Asp 
225 


Leu 


Ala 


Ala 


Glu 


He 
240 


Thr 


Lys 


Val 


Asn 


Leu 

255 


Ser 


Leu 


Asn 


Tyr 


Val 
270 


Gin 


Asp 


Leu 


Val 


Lys 
285 


Leu 


Lys 


Thr 


Val 


Thr 
300 



Pro 


He 


Gly Asn 


Ser 










15 


Arg 


Ser 


Ser 


Ser 


Phe 
30 


Lys 


Gly Gin 


Leu 


Glu 










45 


Glu 


Tyr 


Ser 


Thr 


Arg 
60 


Thr 


Val 


Asn 


Trp 


Glu 
75 


Tyr 


Glu 


Val 


Met 


Glu 
90 


Leu 


Val 


Lys 


Lys 


Thr 
105 


Tyr 


Thr Asp 


Phe 


Ser 










120 


Pro 


Gly 


Phe 


Arg 


Leu 
135 


Asn 


Tyr 


Asn 


Ala 


Asp 
150 


Ala 


Phe 


Leu 


Gin 


Asn 
165 


His 


Ser 


Val 


Lys 


Leu 
180 
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<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 16 



Met 


Ala 


Thr 


Pro 


xyx. 


1 










Ala 




Ser 


Phe 












20 


O JL jr 




Val 


Ser 


















Asn 


Met 


PI -VT- 

vjxy 
















Asn 


Thr 














XJjr o 


Phe 


Thr Gly 


XIJLL 














Asp 


Thr 


Glu 
















Pro 


Ser 


Thr 


Jr JL QJ 










11 0 

JL X V 


Arg 


Ala 


Lys 


Phe 


Tiir 










125 


Glu 


Glu 


Ser 


Trp 


Val 










140 


Leu 


Asn, Asp 


Lys 


Leu 










155 


Leu 


Pro 


Pro 


Lys 


Arg 










170 


Leu 


Glu 


Asp 


Arg 


Gin 










185 


Val 


Ala 


His 


Lys 


Asp 










200 



<210> 17 

<211> 419 

<212> PRT 

<213> Homo sapiens 

<22Q> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 17 



Met 


Lys 


Met 


Arg 


Phe 


1 








5 


Thr 


L.eu 


His 


Ser 


Glu 










20 


Pro 


Glu 


Thr 


Asn 


Met 










35 


Phe 


Pro 


Ser 


Glu 


Glu 










50 


Leu 


Cys 


Leu 


Asn Arg 










65 


Lys 


Gly 


Glu 


Gly Ala 










80 


Ser 


Leu 


Asp 


Met 


Leu 










95 


His 


Gly 


Leu 


Leu 


Ala 










110 


Asn 


Ser 


Ser 


Leu 


Gly 








1 


125 


Trp 


Met 


Gly 


Asn 


Ser 



7512101CD1 



vox 


IT X U 


Val 


Pro 
















TV cyr\ 


Arg Asn 


PT n 
V7XXI 










£i -J 


OCX. 


OcX 


Asn 


Ser 


0 i-\ -v 

06X 












■riiaXl 


ir Alts 


Lys 


Gin 


inr 














vax 


Cys 


Ser 


oer 










1 u 


AX a 


06x 


Ser 


He 


VjrxU 










0 3 




Asn 


Pro 


Glu 


inr 










inn 
± u u 


Xllx 


He 


Leu Gly 


lyr 










JLX3 


vax 


Tyr 


Lys 


He 


Leu 










130 


Val 


Phe 


Arg Arg 


Tyr 










145 


Lys 


Glu 


Met 


Phe 


Pro 










160 


Trp 


Phe 


Lys 


Asp 


Asn 










175 


Leu 


Gly Leu 


Gin 


Ala 










190 


He 


Ala 


Asn 


Trp 


His 










205 



7516771CD1 



Leu 


Gly 


Leu 


Val 


Val 
10 


Gly 


Ser 


Arg 


Gly 


Lys 
25 


Asn 


Val 


Ser 


Glu 


He 
40 


Tyr 


Leu 


Val 


Glu 


Thr 

55 


He 


Pro 


His 


Gly 


Arg 
70 


Val 


Pro 


Trp 


Asn 


Met 
85 


Pro 


Gly 


Pro 


Lys 


Pro 
100 


Asp 


Ser 


Ser 


Asn 


Trp 
115 


Phe 


He 


Leu 


Ala 


Asp 
130 


Arg 


Gly 


Asn 


Thr 


Trp 



JrX vJ 




Gly Asn 


oer 










15 


Arg 


oer 


Ser 


Ser 


Jrlie 

30 




vjXy 


Gin 


Leu 


GXU 
45 


oer 


vax 


Pro 


Asp 


GXn 
60 


Fro 


Leu 


He 


Arg 


Thr 
75 


Tyr 


oer 


Thr 


Arg 


Pro 










90 


vax 


Asn 


Trp 


Glu 


Asp 
105 


V7XU 


vax 


jyieu 


oJ-U 


Glu 
ion 


Val 


Lys 


Lys 


Thr 


Pro 
135 


Thr 


Asp 


Phe 


Ser 


Arg 

150 


Gly 


Phe 


Arg 


Leu 


Ala 
165 


Tyr 


Asn 


Ala 


Asp 


Phe 
180 


Phe 


Leu 


Gin 


Asn 


Leu 
195 


Ser 


Val 


Lys 


Leu 





Cys 


Leu 


Val 


Leu 


Trp 
15 


Leu 


Thr 


Ala 


Val 


Asp 
30 


He 


Ser 


Tyr 


Trp 


Gly 
45 


Glu 


Asp 


Gly Tyr 


He 










60 


Lys 


Asn 


His 


Ser 


Asp 
75 


Lys 


Lys 


Val 


Ser 


Met 
90 


Val 


Val 


Phe 


Leu 


Gin 
105 


Val 


Thr 


Asn 


Leu 


Ala 

120 


Ala 


Gly 


Phe 


Asp 


Val 
135 


Ser 


Arg 


Lys 


His 


Lys 
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140 


Tlir 


Leu 


Ser 


Val 


Ser 

155 


Glu 


Met 


Ala 


Lys 


Tyr 
170 


Asn 


Lys 


Thr 


Gly 


Gin 
185 


Gly 


Thr 


Thr 


He 


Gly 
200 


Ala 


Lys 


Arg 


He 


Lys 
215 


Val 


Ala 


Phe 


Cys 


Thr 
230 


Asp 


His 


Leu 


He 


Lys 
245 


Gin 


Ser 


Ala 


Phe 


Leu 
260 


Val 


He 


Leu 


Lys 


Glu 
275 


Gly 


Phe ( Asn 


Glu 


Arg 










290 


Thr 


Thr 


His 


Ser 


Pro 
305 


Trp 


Ser 


Gin 


Ala 


Val 
320 


Gly 


Ser 


Ser 


Ala 


Lys 
335 


Pro 


Thr 


Tyr 


Asn 


Val 
350 


Ser 


Gly 


Gly 


His 


Asp 
365 

\J 


Leu 


Leu 


Thr 


Gin 


He 
380 


Glu 


Trp 


Glu 


His 


Leu 
395 


Arg 


Leu 


Tyr 


Asn 


Lys 
410 



<210> 18 

<211> 244 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 
<223> Incyte ID No: 

<400> 18 



Met 


Ala 


Gly 


Tyr 


Glu 


1 








5 


Asp 


Lys 


Tyr 


Arg 


Tyr 
20 


Tyr 


Val 


Met 


His 


Pro 

35 


Thr 


Trp 


Leu 


Ala 


Pro 
50 


Val 


Val 


Phe 


Asn 


Phe 
65 


Tyr 


Ala 


Ser 


Ala 


Pro 
80 


He 


Val 


Val 


Gly 


He 
95 


Val 


Asp 


Gly 


Lys 


Gin 











145 


Gin 


Asp 


Glu 


Phe 


Trp 
160 


Asp 


Leu 


Pro 


Ala 


Ser 
175 


Glu 


Gin 


Val 


Tyr 


Tyr 
190 


Phe 


He 


Ala 


Phe 


Ser 
205 


Met 


Phe 


Phe 


Ala 


Leu 

220 


Ser 


Pro 


Met 


Ala 


Lys 
235 


Asp 


Leu 


Phe 


Gly Asp 










250 


Lys 


Trp 


Leu 


Gly Thr 










265 


Leu 


Cys 


Gly 


Asn 


Leu 

280 


Asn 


Leu 


Asn 


Met 


Ser 
295 


Ala 


Gly 


Thr 


Ser 


Val 
310 


Lys 


Phe 


Gin 


Lys 


Phe 
325 


Asn 


Tyr 


Phe 


His 


Tyr 
340 


Lys 


Asp 


Met 


Leu 


Val 
355 


Trp 


Leu 


Ala 


Asp 


Val 
370 


Thr 


Asn 


Leu 


Val 


Phe 
385 


Asp 


Phe 


He 


Trp 


Gly 
400 


He 


He 


Asn 


Leu 


Met 
415 



7512128CD1 



Tyr 


Val 


Ser 


Pro 


Glu 










10 


Ser 


Ala 


Val 


Asp 


Thr 










25 


Phe 


Trp 


Asn 


Thr 


He 










40 


Asn 


Leu 


He 


Thr 


Phe 










55 


Leu 


Leu 


Met 


Ala 


Tyr 










70 


Gly 


His 


Lys 


His 


Val 










85 


Leu 


Asn 


Phe 


Val 


Ala 










100 


Ala 


Arg 


Arg 


Thr 


Asn 











150 


Ala 


Phe 


Ser 


Tyr 


Asp 
165 


He 


Asn 


Phe 


He 


Leu 
180 


Val 


Gly His 


Ser 


Gin 










195 


Gin 


He 


Pro 


Glu 


Leu 
210 


Gly 


Pro 


Val 


Ala 


Ser 

225 


Leu 


Gly Arg 


Leu 


Pro 










240 


Lys 


Glu 


Phe 


Leu 


Pro 
255 


His 


Val 


Cys 


Thr 


His 
270 


Cys 


Phe 


Leu 


Leu 


Cys 

285 


Arg 


Val 


Asp 


Val 


Tyr 
300 

W \J 


Gin 


Asn 


Met 


Leu 


His 
315 


Gin 


Ala 


Phe 


Asp 


Trp 
330 


Asn 


Gin 


Ser 


Tyr 


Pro 

345 

-mj 


Pro 


Thr 


Ala 


Val 


Trp 
360 


Tyr 


Asp 


Val 


Asn 


He 
375 


His 


Glu 


Ser 


He 


Pro 
390 


Leu 


Asp 


Ala 


Pro 


Trp 
405 


Arg 


Lys 


Tyr 


Gin 





Gin 


Leu 


Ala 


Gly 


Phe 










15 


Asn 


Pro 


Leu 


Ser 


Leu 










30 


Val 


Lys 


Val 


Phe 


Pro 










45 


Ser 


Gly 


Phe 


Leu 


Leu 










60 


Phe 


Asp 


Pro 


Asp 


Phe 










75 


Pro 


Asp 


Trp 


Val 


Trp 










90 


Tyr 


Thr 


Leu 


Asp 


Gly 










105 


Ser 


Ser 


Thr 


Pro 


Leu 
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1 1 A 
IIU 


Gly 


Glu 


Leu 


Ti V» y—* 

Fne 


Asp 










IOC 


JrJie 


Va.1 




inr 


vaj. 










14u 


VSLX 


ber 


Vol 


irne 


vai 










13D 


Ser 


Pile 


lie 


Leu 


^^^^ 

ber 










1 / U 


■n V, A 


Lieu 


Pro 


Trp 


vaiy 










IDC 

lob 


va.x 


Tyr 


He 


Val 


inr 










200 


Pro 


Phe 


Leu 


Phe 


Asn 










215 


He 


He 


Gly Cys 


Ala 










230 


Asn 


Phe 


Phe 


Arg 





<210> 19 

<211> 158 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 19 



Met 


Pro 


Ala 


His 


Leu 


1 








5 


Thr 


Thr 


Thr 


Thr 


He 

20 


Gly 


Gly 


Asp 


Lys 


Leu 
35 


He 


Arg 


Pro 


Asp 


He 
50 


Asp 


Lys 


Glu Gly 


Pro 










65 


He 


He 


Leu 


Met 


Ser 

80 


Thr 


Leu 


He 


Pro 


Thr 
95 


Phe 


Tyr 


Tyr 


Phe 


Val 
110 


Arg 


Leu 


Trp 


Ser 


His 
125 


Leu 


Phe 


Leu 


He 


He 
140 


Val 


Pro 


Val 


Gin 


Ser 
155 



<210> 20 

<211> 426 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<223> Incyte ID No: 

<400> 20 



115 

His Gly Leu Asp Ser 

130 

Tyr Ser He Phe Gly 

145 

Leu Tyr Leu Leu Leu 

160 

His Trp Gly Lys Tyr 

175 

Tyr Asp He Ser Gin 

190 

Ala Val Val Gly Val 

205 

Phe Leu Tyr Arg Asp 

220 

Leu Cys Val Thr Leu 

235 



7518098CD1 



Leu 


Gin 


Asp 


Asp 


He 
10 


Thr 


Ala 


Pro 


Pro 


Ser 

25 


Glu 


Thr 


Met 


Pro 


Leu 
40 


Lys 


Asp 


Asp 


He 


Tyr 
55 


Ser 


Pro 


Lys 


Val 


Glu 
70 


Leu 


Leu 


His 


Leu 


Gly 

85 


Cys 


Lys 


Phe 


Tyr 


Thr 
100 


Ser 


Ala 


Leu 


Gly 


He 
115 


Arg 


Ser 


Tyr 


Lys 


Ala 
130 


Ala 


Asn 


Thr 


Met 


Ala 
145 


Leu 


Ser 


Pro 







7524729CD1 



120 

Trp Ser Cys Val Tyr 

135 

Arg Gly Ser Thr Gly 

150 

Trp Val Val Leu Phe 

165 

Asn Thr Gly He Leu 

180 

Val Thr He Ser Phe 

195 

Glu Ala Trp Tyr Glu 

210 

Leu Phe Thr Ala Met 

225 

Pro Met Ser Leu Leu 

240 



Ser 


Ser 


Ser 


Tyr 


15 


Arg 


Val 


Leu 


Gin 


Asn 
30 


Tyr 


Leu 


Glu 


Asp 


Asp 
45 


Asp 


Pro 


Thr 


Tyr 


Lys 
60 


Tyr Val 


Trp 


Arg 


Asn 










75 


Ala 


Leu 


Tyr 


Gly 


He 
90 


Trp 


Leu 


Trp 


Gly 


Val 
105 


Thr 


Ala 


Gly Ala 


His 










120 


Arg 


Leu 


Pro 


Leu 


Arg 
135 


Phe 


Gin 


Ser 


Pro 


Gin 
150 
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Met 


Ser 


^ ^ — 

Asn 


Ser 


vax 


Fro 


Leu 


Leu 


Cys 


Fne 


irp 






Cys 


Tyr 


1 








r- 
D 










lU 










15 


Cys 


Pne 


TV n _ 

Ala 


AX a 


Uly 


ber 


^^^^^^ 

Jrro 


vax 


Pro 


Phe 


ya±y 






Gly Arg 








20 










25 










30 


Leu 


Glu 


Asp 


Lys 


Lieu 


X13.S 


jjys 


Fro 


Lys 


Ala 
40 


± lUu 






V_« UL 


45 


Lys 


Pro 


Ser 


vaJ. 


^\ -BJ^ J~-J- 

Arg 


Fne 


Asn 


Leu 


Arg 


Thr 






TV am 




Glu 


















55 










60 


His 


Glu 


Gly 


Cys 


Tyr 


Leu 


oer 


vax 


Gly His 








T ■ Ai 1 

XJC LiL 


Rill 










65 










•7 n 
/ u 










75 


Asp 


Cys 


Ser 


Pne 


Asn 


Met 


Tnr 


Ala 


Lys 


Tnr 


Fne 


13 Via 






XTX 0 








80 










DC 








I 


90 


Gly Trp 


Thr 


Met 


Ser 


Gly 


lie 


Phe 


Glu 


Ti M*M 

Asn 


Trp 


Leu 


His 


xiys 


J-Jfcr LI 










95 










100 










105 


Val 


Ser 


Ala 


Leu 


HXS 


Thr 


Arg 


GXU 


Lys 


Asp 


Ala 


Asn 


Val 


Val 


Val 


* 








110 










115 










120 


Val 


Asp 


Trp 


Leu 


Pro 


Leu 


Ala 


His 


Gin 


Leu 


Tyr 


Thr 


Asp 


Ala 


Val 






125 










J. J U 










135 


Asn 


Asn 


Thr 


Arg 


Val 
140 


Val 


Gly 


His 


Ser 


He 


Ala 


Arg 


Met 


Leu 


Asp 
150 


Trp 


Leu 


Gin 


Glu 


Lys 


Asp 


Asp 


Phe 


Ser 


Leu 


Gly Asn Val 


His 


Leu 








155 




















165 


lie 


Gly Tyr 


Ser 


Leu 


Gly Ala 


Hi's 


Val 


TV 1 »!» 

Ala 


Gly Tyr 


Ala 


Gly Asn 










17 0 










175 










180 


Phe 


Val 


Lys 


Gly 


Thr 


Val 


Gly Arg 


He 


Thr 


Ala 


He 


Thr 


Glu 


Val 






IOC 

185 










190 










195 


Val 


Lys 


Cys 


Glu 


His 


Glu 


Arg 


Ala 


Val 


His 


Leu 


Phe 


Val 


Asp 


Ser 








O 

200 










205 










210 


Leu 


Val 


Asn 


Gin 


Asp 
215 


Lys 


Pro 


Ser 


Phe 


Ala 
220 


Phe 


Gin 


Cys 


Thr 


Asp 
225 


Ser 


Asn 


Arg 


Pne 


Lys 

230 


Lys 


Gly 


He 


Cys 


Leu 
235 


Ser 


Cys 


Arg 


Lys 


Asn 
240 


Arg 


Cys 


Asn 


Ser 


He 


Gly Tyr 


Asn 


Ala 


Lys 


Lys 


Met 


Arg 


Asn 


Lys 








245 










250 










255 


Arg 


Asn 


Ser 


Lys 


Met 


Tyr 


Leu 


Lys 


Thr 


Arg 


Ala 


Gly Met 


Pro 


Phe 








260 










265 










270 


Arg 


Val 


Tyr 


His 


Tyr 


Gin 


Met 


Lys 


He 


His 


Val 


Phe 


Ser 


Tyr 


Lys 






r-» r— 

275 










280 










285 


Asn 


Met 


Gly Glu 


He 


Glu 


Pro 


Thr 


Phe Tyr Val 


Thr 


Leu 


Tyr 


Gly 










290 










295 










300 


Thr 


Asn 


Ala 


Asp 


Ser 


Gin 


Thr 


Leu 


Pro 


Leu 


Glu 


He 


Val 


Glu 


Arg 








305 










310 










315 


He 


Glu 


Gin 


Asn 


Ala 
320 


Thr 


Asn 


Thr 


Phe 


Leu 
325 


Val 


Tyr 


Thr 


Glu 


Gly 
330 


Asp 


Leu 


Gly Asp 


Leu 


Leu 


Lys 


He 


Gin 


Leu 


Thr 


Trp 


Glu 


Gly Ala 








335 










340 










345 


Ser 


Gin 


Ser 


Trp 


Tyr 
350 


Asn 


Leu 


Trp 


Lys 


Glu 
355 


Phe 


Arg 


Ser 


Tyr 


Leu 
360 


Ser 


Gin 


Pro 


Arg 


Asn 


Pro 


Gly Arg Glu 


Leu 


Asn 


He 


Arg 


Arg 


He 










365 










370 










375 


Arg 


Val 


Lys 


Ser 


Gly Glu 


Thr 


Gin 


Arg 


Lys 


Leu 


Thr 


Phe 


Cys 


Thr 










380 










385 










390 


Glu 


Asp 


Pro 


Glu 


Asn 


Thr 


Ser 


He 


Ser 


Pro 


Gly Arg 


Glu 


Leu 


Trp 








395 










400 










405 


Phe 


Arg 


Lys 


Cys 


Arg Asp 


Gly 


Trp 


Arg Met 


Lys 


Asn 


Glu 


Thr 


Ser 










410 










415 










420 


Pro 


Thr 


Val 


Glu 


Leu 
425 


Pro 





















<210> 21 
<211> 909 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 7520475CD1 

<400> 21 

Met Val Ala Glu Asn Pro Glu Val Tlir 

. 1 5 
Leu Arg Ser lie lie His Asn Phe Arg 

20 

Met Thr Cys Leu Lys Lys His Trp Met 

35 

Asn Thr Asn Gly Lys lie Pro Val Arg 

50 

Ala Ser Gly Lys Thr Glu Lys Val lie 

65 

Leu Gly Leu Pro Ser Gly Lys Asn Asp 

80 

Phe Ser Tyr Glu Lys Phe Tyr Glu Leu 

95 

Arg Thr Asp lie Glu Asp Leu Phe Lys 

110 

Thr Asp Tyr Leu Thr Val Asp Gin Leu 

125 

His Gin Arg Asp Pro Arg Leu Asn Glu 

140 

Asp Ala Lys Arg Ala Met Gin lie lie 

155 

Glu Asp Leu Lys Lys Lys Gly Leu lie 

170 

Arg Tyr Leu Met Ser Asp Glu Asn Ala 

185 

Leu Glu Leu Tyr Gin Glu Met Asp His 

200 

lie Ser Ser Ser His Asn Thr Tyr Leu 

215 

Gly Lys Ser Ser Val Glu Met Tyr Arg 

230 

Cys Arg Cys Val Glu Leu Asp Cys Trp 

245 

Gin Glu Pro lie lie Thr His Gly Lys 

260 

Leu Phe Lys Asp Val lie Gin Ala lie 

275 

Thr Ser Glu Tyr Pro Val lie Leu Ser 

290 

Lys Tyr Gin Gin Tyr Lys Met Ser Lys 

305 

Gly Asp Leu Leu Leu Lys Gin Ala Leu 

320 

Pro Gly Arg Ala Leu Pro Ser Pro Asn 

335 

Leu lie Lys Asn Lys Arg Leu Lys Pro 

350 

Leu Glu Ala Leu Arg Ser Met Met Glu 

365 

Pro Ala Asn lie Leu Glu Asp Asp Asn 

380 

Ala Asp Gin Glu Glu Glu Ala His Pro 

395 

Glu Leu Ser Ala Asp Asp Leu Gly His 

410 

Ser Val Lys Lys Gly Leu Val Thr Val 

425 



PCT/US2003/035946 







X 


V ax 


mil 

VsX u 


VaXjf 


1 n 










1 ^ 

X.7 


AXci 




AS XI 


VClX 


otsx 


JCrJL \J 














Lys 


j-teu 


Ala 


Phe 


Met 


xrir 


4 U 










^3 


oer 


xxe 


Thr 


Arg 


Thr 


xrne 


33 












Fne 


(axn 


Ala 


Leu 


Lys 


urXU 


/ u 










•7 R 
/ 3 


V7JLU 


xxe 


Glu 


Pro 


Thr 


T^ *1 s 

AX a 


Q 










Q n 
y u 


1 nr 


VaXn 


Lys 


lie 


Cys 


jrro 


±u u 










XU3 


ijys 


xxe 


Asn Gly Asp 


xjys 


±±3 








* 


xz u 


vaj. 


ber 


Phe 


Leu 


Asn 


virXU 


1 "^n 

JLO u 










JLO 3 


xxe 


Leu 


Phe 


Pro 


Phe 


lyr 


1 A 










X3 u 


on 1 1 

l3±U 


Met 


Tyr 


Glu 


Pro 


ASp 


JLO\J 










X 0 ^ 


»Der 


Ser 


Asp 


Gly 


Phe 


L.ys 


X / 3 










X 0 U 


Fro 


Val 


Phe 


Leu 


Asp 


Arg 


ion 










X^3 


^^^^^^ 

fro 


Leu 


Ala 


His 


Tyr 


xrne 


0 K 
ZU3 










zxu 


Txir 


Gly Arg 


Gin 


Phe 


Gxy 


0 0 n 
z z u 










0 0 R 
zzo 


Gin 


Val 


Leu 


Leu 


Ala 


GXy 














ASp 


Gly Lys 


Gly Glu 


ASp 


0 R n 
^3U 










0 R 
Z33 


Ala 


Met 


Cys 


Thr 


Asp 


xxe 


OCR 
^03 










Z /U 


IT m 

Lys 


Glu 


Thr 


Ala 


Phe 


Vax 












Z03 


Pxie 


Glu 


Asn 


His 


Cys 


Ser 












0 UU 


Tyr 


Cys 


Glu 


Asp 


Leu 


pne 


*ai n 
JXU 










0 X3 


(7XU 


Ser 


His 


Pro 


Leu 


GXU 


*a 0 c 
JZ3 










*3 "3 A 


Asp 


Leu 


Lys 


Arg 


Lys 


xxe 


A r\ 










/I c: 


Glu 


Val 


Glu 


Lys 


Lys 


Gin 


355 










360 


Ala 


Gly Glu 


Ser 


Ala 


Ser 


370 










375 


Glu 


Glu 


Glu 


lie 


Glu 


Ser 


385 










390 


Glu 


Phe 


Lys 


Phe 


Gly 


Asn 


400 










405 


Lys 


Glu 


Ala 


Val 


Ala 


Asn 


415 










420 


Glu 


Asp 


Glu 


Gin 


Ala 


Trp 


430 










435 
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Met 


Ala 


Ser 


Tvr 


Lys Tyr Val 


Gly Ala 


Thr ' 


Thr 


Asn 


He 


His 


Pro 










440 




445 










450 


His 


Leu 


Ser 


Thr 


Met lie Asn 


Tyr Ala 


Gin 


Pro 


Val 


Lys 


Phe 


Gin 










455 




460 










465 


Glv 


Phe 


His 


Val 


Ala Glu Glu 


Arg Asn 


He 


His 


Tyr 


Asn 


Met 


Ser 








470 




475 










480 




Phe 


Asn 


Glu 


Ser Val Gly Leu Gly 


Tyr 


Leu 


Lys 


Thr 


His 


Ala 










485 




490 










495 


lie 


Glu 


Phe 


Val 


Asn Tyr Asn 


Lvs Arcr 


Gin 


Met 


Ser 


Arg 


He 


Tyr 










500 




505 










510 


Pro 


Lvs 


Gly Gly Arg Val Asp 


Ser Ser 


Asn 


Tyr 


Met 


Pro 


Gin 


He 








515 




520 










525 


Phe 


Trp 




Ala 


Gly Cys Gin 


Met Val 


Ser 


Leu 


Asn 


Tyr 


Gin 


Thr 








530 




535 










540 


Pro 


ASD 




Ala 


Met Gin Leu 


Asn Gin 


Gly Lys 


Phe 


Glu 


Tyr 


Asn 








545 




550 










555 


Glv 


Ser 


Cys 


Gly Tyr Leu Leu 


Lvs Pro 


Asp 


Phe 


Met 


Arg 


Arg 


Pro 








560 




565 










570 




Ara 


Thr 


Phe 


Asp Pro Phe 


Ser Glu 


Thr 


Pro 


Val 


Asp 

mm 


Gly Val 






575 




580 










585 


lie 
^ j_ c 


Ala 


Ala 


Thr 


Cys Ser Val 


Gin Val 


He 


Ser 


Gly 


Gin 


Phe 


Leu 










590 




595 










600 


Ser 


Asp 


Lys 


Lys 


lie Gly Thr 


Tyr Val 


Glu 


Val 


Asp 


Met 


Tyr 


Glv 






605 




610 










615 


Leu 


Pro 


Thr 


Asp 


Thr lie Arg 


Lys Glu 


Phe 


Arg 


Thr 


Arg 


Met 


Val 










620 




625 










630 


Met 


Asn 


Asn 


Gly 


Leu Asn Pro 


Val Tyr 


Asn 


Glu 


Glu 


Ser 


Phe 


Val 








635 




640 










645 


Phe 


Arg 


Lys 


Val 


lie Leu Pro 


Asp Leu 


Ala 


Val 


Leu 


Arg 


He 


Ala 






650 




655 










660 

x^ x^ 


Val 


Tyr 


Asp 


Asp 


Asn Asn Lys 


Leu lie 


Gly 


Gin 


Arg 


He 


Leu 


Pro 






665 




670 










675 


Leu Asp Gly Leu Gin Ala Gly Tyr Arg His 


He 


Ser 


Leu 


Arg 


Asn 










680 




685 










690 


Glu 


Gly 


Asn 


Lys 


Pro Leu Ser 


Leu Pro 


Thr 


He 


Phe 


Cys 


Asn 


He 








695 




700 










705 


Val 


Leu 


Lys 


Thr 


Tyr Val Pro Asp Gly 


Phe 


Gly Asp 


He 


Val 


AsiD 








710 




715 










720 


Ala 


Leu 


Ser 


Asp 


Pro Lys Lys 


Phe Leu 


Ser 


He 


Thr 


Glu 


Lys 


Arg 










725 




730 










735 


Ala 


Asp 


Gin 


Met 


Arg Ala Met 


Gly He 


Glu 


Thr 


Ser 


Asp 


He 


Ala 








740 




745 










750 


Asp 


Val 


Pro 


Ser 


Asp Thr Ser 


Lys Asn 


Asp 


Lys 


Lys 


Gly Lys 


Ala 








755 




760 










765 


Asn 


Thr 


Ala 


Lys 


Ala Asn Val 


Thr Pro 


Gin 


Ser 


Ser 


Ser 


Glu 


Leu 








770 




775 










780 


Arg 


Pro 


Thr 


Thr 


Thr Ala Ala 


Leu Ala 


Ser 


Gly Val 


Glu 


Ala 


Lys 








785 




790 










795 


Lys 


Gly 


lie 


Glu 


Leu lie Pro 


Gin Val 


Arg 


He 


Glu 


Asp 


Leu 


Lys 






800 




805 










810 


Gin 


Met 


Lys 


Ala 


Tyr Leu Lys 


His Leu 


Lys 


Lys 


Gin 


Gin 


Lys 


Glu 








815 




820 










825 


Leu 


Asn 


Ser 


Leu 


Lys Lys Lys 


His Ala 


Lys 


Glu 


His 


Ser 


Thr 


Met 










830 




835 










840 


Gin 


Lys 


Leu 


His 


Cys Thr Gin 


Val Asp 


Lys 


He 


Val 


Ala 


Gin 


Tyr 








845 




850 










855 


Asp 


Lys 


Glu 


Lys 


Ser Thr His 


Glu Lys 


He 


Leu 


Glu 


Lys 


Ala 


Met 






860 




865 










870 


Lys 


Lys 


Lys 


Gly Gly Ser Asn Cys Leu Glu Met 


Lys 


Lys 


Glu 


Thr 




875 




880 










885 


Glu 


lie 


Lys 


lie 


Gin Thr Leu 


Thr Ser 


Asp 


His 


Lys 


Ser 


Lys 


Gly 








890 




895 










900 


Lys 


Gin 


Gly Asn 


. Ala Ser Thr 


Pro Gly 
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905 



<210> 22 

<211> 645 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 751109 8CB1 

<400> 22 

gcaccgcagc acgctggagt cccgcttagg 
gcggtcgccg ggacaccccg tgtgtggcag 
gccctgctcc ctgcagccag gtgtagtttc 
gcggtcttcc agcgcttggg ccacggcggc 
ttacgctaaa gatgaaaggc tggggttggc 
ccgcctgggc tcggaggagc caggatctcc 
aactagaatg ggaaattgcc caggtggacc 
ggatcaatcc agatggcagc cagtcagtgg 
aggatgaact cattgaattc ttttcccgag 
gtaagcgaac agatctttgt gaccatgccc 
ctggagcagc ccacactggc ttgatggatc 



taccagttag cgtcagggga gctgggtcag 60 
gcggcgaagc gctctggaga atcccggaca 120 
gggagccact ggggccaaag tgagagtcca 180 
ggccctggga gcagaggtgg agcgacccca 240 
tggccctgct tctgggggcc ctgctgggaa 300 
actgtggagc atgcagggct ctggtggatg 3 60 
ccaagaagac cattcagatg ggatctttcc 420 
tggagtgtga gagcattgtg gaggaatacg 480 
aggctgacaa tgttaaagac aaactttgca 540 
tgcacatatc gcatgatgag ctatgaacca 600 
acccccagga gggga 645 



<210> 23 

<211> 287 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc„feature 

<223> Incyte ID No: 7522037CB1 

<400> 23 

tacactatgg gcacacgact cctcccagct 
gaggtccagg' ggacccaaca gccccagcaa 
caggtgaagg aatctctctc cagttactgg 
gacttgtaca gcaaaagcac agcagccatg 
gttctttctg tgctgaaggg agaggagtaa 



ctgtttcttg tcctcctggt attgggattt 60 
gatgagatgc ctagcccgac cttcctcacc 120 
gagtcagcaa agacagccgc ccagaacctg 180 
agcacttaca caggcatttt tactgaccaa 240 
cagccagacc ccccata 287 



<210> 24 

<211> 1159 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7524271CB1 



<400> 24 

atggctgagt cacacctgct gcagtggctg 
ggcactgctg cctggaccac ctcatccttg 
caaagcctgg agcaagcatt gcagtgcaga 
ggacatgtgg gagccgatct ctccgagcag 
ctctgcaggg ctctgatcaa gcggatccaa 
gcagtggccc aggtgtgccg cgtggtacct 
gctgagcgct actccgtcat cctgctcgac 
gtctgccgcc tcgtcctccg gtgctccatg 
ccgcgagact ctgagtgcca cctctgcatg 
gagcaggcca taccacaggc aatgctccag 
aagtgcaagc aatttgtgga gcagcacacg 
tgggatgccc acaccacctg ccaggccctc 
cagtgtatcc acagccccga cctttgatga 



ctgctgctgc tgcccacgct ctgtggccca 60 
gcctgtgccc agggccctga gttctggtgc 120 
gccctagggc attgcctaca ggaagtctgg 180 
caattcccca ttcctctccc ctattgctgg 240 
gccatgattc ccaagggtgc gctagctgtg 300 
ctggtggcgg gcggcatctg ccagtgcctg 360 
acgctgctgg gccgcatgct gccccagctg 420 
gatgacagcg ctggcccaag agaatggctg 480 
tccgtgacca cccaggccgg gaacagcagc 540 
gcctgtgttg gctcctggct ggacagggaa 600 
ccccagctgc tgaccctggt gcccaggggc 660 
ggggtgtgtg ggaccatgtc cagccctctc 720 
gaactcagct gtccagaaaa agacaccgtc 780 
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ctttaaagtg ctgcagtatg gccagacgtg 
ggaggccgag gcaggaggat ccttgaggtc 
tgaaacccca tttctactaa aaatacaaaa 
aatcccaact actcagaagg ccgaggcagg 
agcccaggag gcagaggttg cagtgagccg 
acaggagcaa gactccatct cagtaaataa 
tggcctcacc tgaagtcag 



gtggctcaca cctgcaatcc cagcacctta 840 
aggagttcga gaccagcctc gccaacatgg 900 
aattagccaa gtgtggtggc atatgcctgt 960 
agaattactt gaacgcagga gaatcactgc 1020 
agattgcacc actgcactcc agcctgggtg 1080 
ataaataaat aaaaagcgct gcagtagctg 1140 

1159 



<210> 25 
<211> 4568 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7513132CB1 , 
<400> 25 

cccaacctca gccgccgccg ttgcgcttgc tcccgggcgg tcctggcctg tgccgccgcc 60 
gcccccagcg tcggagccat ggcgggcgcc gcgtcccctt gcgccaacgg ctgcgggccc 120 
ggcgcgccct cggacgccga ggtgctgcac ctctgccgca gcctcgaggt gggcaccgtc 180 
atgactttgt tctactccaa gaagtcgcag cgacccgagc ggaagacctt ccaggtcaag 240 
ctggagacgc gccagatcac gtggagccgg ggcgccgaca agatcgaggg ggccattgac 3 00 
attcgtgaaa ttaaggagat ccgcccaggg aagacctce(c gggactttga tcgctatcaa 360 
gaggacccag ctttccggcc ggaccagtca cattgctttg tcattctcta tggaatggaa 420 
tttcgcctga aaacgctgag cctgcaagcc acatctgagg atgaagtgaa catgtggatc 480 
aagggcttaa cttggctgat ggaggataca ttgcaggcac ccacacccct gcagattgag 540 
aggtggctcc ggaagcagtt ttactcagtg gatcggaatc gtgaggatcg tatatcagcc 600 
aaggacctga agaacatgct gtcccaggtc aactaccggg tccccaacat gcgcttcctc 660 
cgagagcggc tgacggacct ggagcagcgc agcggggaca tcacctacgg gcagtttgct 720 
cagctgtacc gcagcctcat gtacagcgcc cagaagacga tggacctccc cttcttggaa 780 
gccagtactc tgagggctgg ggagcggccg gagctttgcc gagtgtccct tcctgagttc 840 
cagcagttcc ttcttgacta ccagggggag ctgtgggctg ttgatcgcct ccaggtgcag 900 
gagttcatgc tcagcttcct ccgagacccc ttacgagaga tcgaggagcc atacttcttc 960 
ctggatgagt ttgtcacctt cctgttctcc aaagagaaca gtgtgtggaa ctcgcagctg 1020 
gatgcagtat gcccggacac catgaacaac cctctttccc actactggat ctcctcctcg 1080 
cacaacacgt acctgaccgg ggaccagttc tccagtgagt cctccttgga agcctatgct 1140 
cgctgcctgc ggatgggctg tcgctgcatt gagttggact gctgggacgg cccggatggg 1200 
atgccagtta tttaccatgg gcacaccctt accaccaaga tcaagttctc agatgtcctg 1260 
cacaccatca aggagcatgc ctttgtggcc tcagagtacc cagtcatcct gtccattgag 1320 
gaccactgca gcattgccca gcagagaaac atggcccaat acttcaagaa ggtgctgggg 1380 
gacacactcc tcaccaagcc cgtggagatc tctgccgacg ggctcccctc acccaaccag 1440 
cttaagagga agatcctcat caagcacaag aagctggctg agggcagtgc ctacgaggag 1500 
gtgcctacat ccatgatgta ctctgagaac gacatcagca actctatcaa gaatggcatc 1560 
ctctacctgg aggaccctgt gaaccacgaa tggtatcccc actactttgt tctgaccagc 1620 
agcaagatct actactctga ggagaccagc agtgaccagg gcaacgagga tgaggaggag 1680 
cccaaggagg tcagcagcag cacagagctg cactccaatg agaagtggtt ccatgggaag 1740 
ctaggggcag ggcgtgacgg gcgtcacatc gctgagcgcc tgcttactga gtactgcatc 1800 
gagaccggag cccctgacgg ctccttcctc gtgcgagaga gtgagacctt cgtgggcgac 1860 
tacacgctct ctttctggcg gaacgggaaa gtccagcact gccgtatcca ctcccggcaa 1920 
gatgctggga cccccaagtt cttcttgaca gacaacctcg tctttgactc cctctatgac 1980 
ctcatcacgc actaccagca ggtgcccctg cgctgtaatg agtttgagat gcgactttca 2040 
gagcctgtcc cacagaccaa cgcccacgag agcaaagagt ggtaccacgc gagcctgacc 2100 
agagcacagg ctgagcacat gctaatgcgc gtccctcgtg atggggcctt cctggtgcgg 2160 
aagcggaatg aacccaactc atatgccatc tctttccggg ctgagggcaa gatcaagcat 2220 
tgccgtgtcc agcaagaggg ccagacagtg atgctaggga actcggagtt cgacagcctt 2280 
gttgacctca tcagctacta tgagaaacac ccgctatacc gcaagatgaa gctgcgctat 2340 
cccatcaacg aggaggcact ggagaagatt ggcacagctg agcctgacta cggggccctg 2400 
tatgagggac gcaaccctgg cttctatgta gaggcaaacc ctatgccaac tttcaagtgt 2460 
gcagtcaaag ccctctttga ctacaaggcc cagagggagg acgagctgac cttcatcaag 2520 
agcgccatca tccagaatgt ggagaagcaa gagggaggct ggtggcgagg ggactacgga 2580 
gggaagaagc agctgtggtt cccatcaaac tacgtggaag agatggtcaa ccccgtggcc 2640 
Gtggagccgg agagggagca cttggacgag aacagccccc taggggactt gctgcggggg 2700 
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gtcttggatg tgccggcttg tcagattgca tggcgtcggt ggcccactgg tccctggatg 2760 
ttgctgccga ctcacaggag gagctgcagg actgggtgaa aaagatccgt gaagtggccc 2820 
agacagcaga cgccaggctc actgaaggga agataatgga acggaggaag aagattgccc 2880 
tggagctctc tgaacttgtc gtctactgcc ggcctgttcc ctttgatgaa gagaagattg 2940 
gcacagaacg tgcttgctac cgggacatgt catccttccc ggaaaccaag gctgagaaat 3000 
acgtgaacaa ggccaaaggc aagaagttcc ttcagtacaa tcgactgcag ctctcccgca 3060 
tctaccGcaa gggccagcga ctggattcct ccaactacga tcctttgccc atgtggatct 3120 
gtggcagtca gcttgtggcc ctcaacttcc agacccctga caagcctatg cagatgaacc 3180 
aggccctctt catgacgggc aggcactgtg gctacgtgct gcagccaagc accatgcggg 3240 
atgaggcctt cgaccccttt gacaagagca gcctccgcgg gctggagcca tgtgccatct 3300 
ctattgaggt gctgggggcc cgacatctgc caaagaatgg ccgaggcatt gtgtgtcctt 33 60 
ttgtggagat tgaggtggct ggagctgagt atgacagcac caagcagaag acagagtttg 3420 
tggtggacaa tggactcaac cctgtatggc cagccaagcc cttccacttc cagatcagta 3480 
accctgaatt tgcctttctg cgcttcgtgg tgtatgagga agacatgttt agtgaccaga 3540 
atttcctggc tcaggctact ttcccagtaa aaggcctgaa gacaggatac agagcagtgc 3600 
ctttgaagaa caactacagt gaggacctgg agttggcctc cctgctgatc aagattgaca 3660 
ttttccctgc caagcaggag aatggtgacc tcagtccctt cagtggtacg tccctgcggg 3720 
agcggggctc agatgcctca ggccagctgt ttcatggccg agcccgggaa ggctcctttg 3780 
aatcccgcta ccagcagccg tttgaggact tccgcatctc ccaggagcat ctcgcagacc 3840 
attttgacag tcgagaacga agggccccaa gaaggactcg ggtcaatgga gacaaccgcc 3900 
tctagttgta ccccagcctc gttggagagc agcaggtgct gtgcgccttg tagaatgccg 3960 
cgaactgggt tctttggaag cagccccctg tggcggcctt ccgggtctcg cagcctgaag 4020 
cctggattcc agcagtgaat gctagacaga aaccaagcca ttaatgagat gttattactg 4080 
ttttgggcct ccatgcccca gctctggatg aaggcaaaaa ctgtactgtg tttcgcatta 4140 
agcacacaca tctggccctg acttctggag atggatcctt ccatcttgtg gggccaggac 4200 
catggccgaa gccccttgga gagagaggct gcctcagcca gtggcacagg agactccaag 4260 
gagctactga cattcctaag agtggaggag gaggaggagc cttgctgggc cagggaaaca 4320 
aagtttacat tgtcctgtag ctttaaaacc acagctgggc agggtgagaa gctagatgcc 43 80 
cctgcagttt ggccctggag ccagggcaga ggaatgtagg gcctgcatgg agaagggttc 4440 
tgccctgcct gaggaggagg acacagcaca agggcacatt gcccatggct gggaacatga 4500 
cccagcctga aagatacagg ggatcatgtt aaaaatagca gtattatttt tcgtctcaat 4560 
gggtgcgg 4568 



<210> 26 

<211> 4435 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7513134CB1 

<400> 26 

cccaacctca gccgccgccg ttgcgcttgc 
gcccccagcg tcggagccat ggcgggcgcc ^ 
ggcgcgccct cggacgccga ggtgctgcac 
atgactttgt tctactccaa gaagtcgcag 
ctggagacgc gccagatcac gtggagccgg 
attcgtgaaa ttaaggagat ccgcccaggg 
gaggacccag ctttccggcc ggaccagtca 
tttcgcctga aaacgctgag cctgcaagcc 
aagggcttaa cttggctgat ggaggataca 
aggtggctcc ggaagcagtt ttactcagtg 
aaggacctga agaacatgct gtcccaggtc 
cgagagcggc tgacggacct ggagcagcgc 
cagctgtacc gcagcctcat gtacagcgcc 
gccagtactc tgagggctgg ggagcggccg 
cagcagttcc ttcttgacta ccagggggag 
gagttcatgc tcagcttcct ccgagacccc 
ctggatgagt ttgtcacctt cctgttctcc 
gatgcagtat gcccggacac catgaacaac 
cacaacacgt acctgaccgg ggaccagttc 
cgctgcctgc ggatgggctg tcgctgcatt 



tcccgggcgg tcctggcctg tgccgccgcc 60 
gcgtcccctt gcgccaacgg ctgcgggccc 120 
ctctgccgca gcctcgaggt gggcaccgtc 180 
cgacccgagc ggaagacctt ccaggtcaag 240 
ggcgccgaca agatcgaggg ggccattgac 3 00 
aagacctcac gggactttga tcgctatcaa 3 60 
cattgctttg tcattctcta tggaatggaa 420 
acatctgagg atgaagtgaa catgtggatc 480 
ttgcaggcac ccacacccct gcagattgag 540 
gatcggaatc gtgaggatcg tatatcagcc 600 
aactaccggg tccccaacat gcgcttcctc 660 
agcggggaca tcacctacgg gcagtttgct 720 
cagaagacga tggacctccc cttcttggaa 780 
gagctttgcc gagtgtccct tcctgagttc 840 
ctgtgggctg ttgatcgcct ccaggtgcag 900 
ttacgagaga tcgaggagcc atacttcttc 960 
aaagagaaca gtgtgtggaa ctcgcagctg 1020 
cctctttccc actactggat ctcctcctcg 1080 
tccagtgagt cctccttgga agcctatgct 1140 
gagttggact gctgggacgg cccggatggg 1200 
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atgccagtta tttaccatgg gcacaccctt accaccaaga tcaagttctc agatgtcctg 1260 
cacaccatca aggagcatgc ctttgtggcc tcagagtacc cagtcatcct gtccattgag 1320 
gaccactgca gcattgccca gcagagaaac atggcccaat acttcaagaa ggtgctgggg 13 80 
gacacactcc tcaccaagcc cgtggagatc tctgccgacg ggctcccctc acccaaccag 1440 
cttaagagga agatcctcat caagcacaag aagctggctg agggcagtgc ctacgaggag 1500 
gtgcctacat ccatgatgta ctctgagaac gacatcagca actctatcaa gaatggcatc 1560 
ctctacctgg aggaccctgt gaaccacgaa tggtatcccc actactttgt tctgaccagc 1620 
agcaagatct actactctga ggagaccagc agtgaccagg gcaacgagga tgaggaggag 1680 
cccaaggagg tcagcagcag cacagagctg cactccaatg agaagtggtt ccatgggaag 1740 
ctaggggcag ggcgtgacgg gcgtcacatc gctgagcgcc tgcttactga gtactgcatc 1800 
gagaccggag cccctgacgg ctccttcctc gtgcgagaga gtgagacctt cgtgggcgac 1860 
tacacgctct ctttctggcg gaacgggaaa gtccagcact gccgtatcca ctcccggcaa 1920 
gatgctggga cccccaagtt cttcttgaca gacaacctcg tctttgactc cctctatgac 1980 
ctcatcacgc actaccagca ggtgcccctg cgctgtaatg agtttgagat gcgactttca 2040 
gagcctgtcc cacagaccaa cgcccacgag agcaaagagt ggtaccacgc gagcctgacc 2100 
agagcacagg- ctgagcacat gctaatgcgc gtccctcgtg atggggcctt cctggtgcgg 2160 
aagcggaatg aacccaactc atatgccatc tctttccggg ctgagggcaa gatcaagcat 2220 
tgccgtgtcc agcaagaggg ccagacagtg atgctaggga actcggagtt cgacagcctt 2280 
gttgacctca tcagctacta tgagaaacac ccgctatacc gcaagatgaa gctgcgctat 2340 
cccatcaacg aggaggcact ggagaagatt ggcacagctg agcctgacta cggggccctg 2400 
tatgagggac gcaaccctgg cttctatgta gaggcaaacc ctatgccaac tttcaagtgt 2460 
gcagtcaaag ccctctttga ctacaaggcc cagagggagg acgagctgac cttcatcaag 2520 
agcgccatca tccagaatgt ggagaagcaa gagggaggct ggtggcgagg ggactacgga 2580 
gggaagaagc agctgtggtt cccatcaaac tacgtggaag agatggtcaa ccccgtggcc 2640 
ctggagccgg agagggagca cttggacgag aacagccccc taggggactt gctgcggggg 2700 
gtcttggatg tgccggcttg tcagattgcc atccgtcctg agggcaagaa caaccggctc 276 0 
ttcgtcttct ccatcagcat ggcgtcggtg gcccactggt ccctggatgt tgctgccgac 2820 
tcacaggagg agctgcagga ctgggtgaaa aagatccgtg aagtggccca gacagcagac 2880 
gccaggctca ctgaagggaa gataatggaa cggaggaaga agattgccct ggagctctct 2940 
gaacttgtcg tctactgccg gcctgttccc tttgatgaag agaagattgg cacagaacgt 3000 
gcttgctacc gggacatgtc atccttcccg gaaaccaagg ctgagaaata cgtgaacaag 3060 
gccaaaggca agaagttcct tcagtacaat cgactgcagc tctcccgcat ctaccccaag 3120 
ggccagcgac tggattcctc caactacgat cctttgccca tgtggatctg tggcagtcag 3180 
cttgtggccc tcaacttcca gacccctgac aagcctatgc agatgaacca ggccctcttc 3240 
atgacgggca ggcactgtgg ctacgtgctg cagccaagca ccatgcggga tgaggccttc 3300 
gacccctttg acaagagcag cctccgcggg ctggagccat gtgccatctc tattgaggtg 3360 
ctgggggccc gacatctgcc aaagaatggc cgaggcattg tgtgtccttt tgtggagatt 3420 
gaggtggctg gagctgagta tgacagcacc aagcagaaga cagagtttgt ggtggacaat 3480 
ggactcaacc ctgtatggcc agccaagccc ttccacttcc agatcagtaa ccctgaattt 3540 
gcctttctgc gcttcgtggt gtatgaggaa gacatgttta gtgaccagaa tttcctggct 3600 
caggctactt tcccagtaaa aggcctgaag acaggataca gagcagtgcc tttgaagaac 3660 
aactacagtg aagacctgga gttggcctcc ctgctgatca agattgacat tttccctgcc 3720 
aagggcccca agaaggactc gggtcaatgg agacaaccgc ctctagttgt accccagcct 3780 
cgttggagag cagcaggtgc tgtgcgcctt gtagaatgcc gcgaactggg ttctttggaa 3840 
gcagccccct gtggcggcct tccgggtctc gcagcctgaa gcctggattc cagcagtgaa 3 900 
tgctagacag aaaccaagcc attaatgaga tgt tat tact gttttgggcc tccatgcccc 3960 
agctctggat gaaggcaaaa actgtactgt gtttcgcatt aagcacacac atctggccct 4020 
gacttctgga gatggatcct tccatcttgt ggggccagga ccatggccga agccccttgg 4080 
agagagaggc tgcctcagcc agtggcacag gagactccaa ggagctactg acattcctaa 4140 
gagtggagga ggaggaggag ccttgctggg ccagggaaac aaagtttaca ttgtcctgta 4200 
gctttaaaac cacagctggg cagggtgaga agctagatgc ccctgcagtt tggccctgga 4260 
gccagggcag aggaatgtag ggcctgcatg gagaagggtt ctgccctgcc tgaggaggag 4320 
gacacagcac aagggcacat tgcccatggc tgggaacatg acccagcctg aaagatacag 4380 
gggatcatgt taaaaatagc agtattattt ttcgtctcaa tggtatttct ggcgg 4435 

<210> 27 

<211> 1357 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7523653CB1 
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<400> 27 

tactgcctga taaccatgct ggctgccaca gtcctgaccc tggccctgct gggcaatgcc 60 
catgcctgct ccaaaggcac ctcgcacgag gcaggcatcg tgtgccgcat caccaagcct 120 
gccctcctgg tgttgaacca cgagactgcc aaggtgatcc agaccgcctt ccagcgagcc 180 
agctacccag atatcacggg cgagaaggcc atgatgctcc ttggccaagt caagtatggg 240 
ttgcacaaca tccagatcag ccacttgtcc atcgccagca gccaggtgga gctggtggaa 3 00 
gccaagtcca ttgatgtctc cattcagaac gtgtctgtgg tcttcaaggg gaccctgaag 360 
tatggctaca ccactgcctg gtggctgggt attcatcagt ccattgactt cgagatcgac 420 
tctgccattg acctccagat caacacacag ctgacctgtg actctggtag agtgcggacc 480 
gatgcccctg actgctacct gtctttccat aagctgctcc tgcatctcca aggggagcga 540 
gagcctgggt ggatcaagca gctgttcaca aatttcatct ccttcaccct gaagctggtc 600 
ctgaagggac agate tgcaa agagatcaac gtcatctcta acatcatggc cgattttgtc 660 
cagacaaggg ctgccagcat cctttcagat ggagacattg gggtggacat ttccctgaca 720 
ggtaatcccg tcatcacagc ctcctacctg gagtcccatc acaaggcagt gctgcagacc 780 
tggggcttca acaccaacca ggaaatcttc caagaggttg tcggcggctt ccccagccag 840 
gcccaagtca ccgtccactg cctcaagatg cccaagatct cctgccaaaa caagggagtc 900 
gtggtcaatt cttcagtgat ggtgaaattc ctctttccac gcccagacca gcaacattct 960 
gtagcttaca catttgaaga ggatatcgtg actaccgtcc aggcctccta ttctaagaaa 1020 
aagctcttct taagcctctt ggatttccag attacaccaa agactgtttc caacttgact 1080 
gagagcagct ccgagtccat ccagagcttc ctgcagtcaa tgatcaccgc tgtgggcatc 1140 
cctgaggtca tgtctcggct cgaggtagtg tttacagccc tcatgaacag caaaggcgtg 12 00 
agcctcttcg acatcatcaa ccctgagatt atcactcgag atggcttcct gctgctgcag 1260 
atggactttg gcttccctga gcacctgctg gtggatttcc tccagagctt gagctagaag 1320 
tctccaagga ggtcgggatg gggcttgtag cagaaga 1357 

<210> 28 

<211> 3703 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<223> Incyte ID No: 7751418CB1 

<400> 28 

gatgtcaagt gggtgtgggc tcctcggaaa ggccccggcg aggaggagga gggcgcgcga 60 

tgcgccgcgg gcgagctgag gccccggcgc gctccgtagc ccagcgccgc tgaccggtgg 120 

cccgcccggg ctcgcgaagc agtcgcatgg agccgcggag ctgtcctccc tgggacgcgt 180 

gccccgccac gctgggggtc tggcaggggc gaccaagggg ggcctgc.agc cataaccagc 240 

agaccacagc attcaggcat cctgtgacgg gacagttttc tccagaaaat agtgaattca 300 

ttcttcaaga agagccgaat: ccacatatgt cgaagcaaga cagaaaccaa agaccgtcca 360 

gcatggtcag tgaaacatcc acggctggga ccgcctccac cctggaggcc aagcctggac 420 

ccaagatcat aaagtccagc agtaaagtcc acagctttgg gaagagagac caggccattc 480 

ggaggaaccc caatgttccc gtggtggtga ggggctggct gcacaagcag gacagttctg 540 

ggatgaggct gtggaaaagg aggtggtttg tgcttgctga ttactgctta ttttactata 600 

aagacagccg agaagaagcg gtcctcggga gcatcccctt gcccagctac gtgatctctc 66 0 

ctgtggcccc tgaggatcgc ataagccgca aatattcctt taaggctgtg cacacgggga 72 0 

tgcgagcgct catctataac agctccacag cgggctctca ggccgagcag tcaggcatga 780 

ggacctacta cttcagtgcc gacacccagg aggacatgaa cgcttgggtc agggccatga 840 

accaggctgc acaggtgctg tctcgatcgt cactgaagag ggatatggag aaggtggagc 900 

ggcaggctgt cccccaggcc aaccacacag agtcctgtca cgaatgtggc cgggtgggac 960 

ccggacatac gagagattgt cctcatcgtg gccatgatga cattgtcaac ttcgagaggc 1020 

aggagcagga gggagagcag taccgttccc agagggaccc actggagggc aagcgggacc 1080 

ggagcaaggc caggtctccg tactcgccag ccgaggagga tgccttgttt atggatttac 1140 

ccactggccc aagaggccag caggcacagc cccaacgggc agagaagaat ggaatgctgc 1200 

ctgcctcata tggcccagga gaacagaatg ggactggtgg gtaccagcgg gcctttcctc 1260 

ccaggaccaa ccctgaaaaa cacagccaaa ggaagagcaa tctggcccag gtggagcact 1320 

gggcaagggc ccagaaaggg gatagcagga gtcttccctt ggaccagacg cttcctcgcc 13 80 

agggtcctgg ccaatccctg tccttcccag aaaactacca gactcttccc aagagcaccc 1440 

gacacccctc ggggggctcc tcgccacctc cccgaaacct gccaagtgac tacaagtatg 1500 

cgcaggaccg agccagccac ctgaagatgt cgagtgaaga gcgccgggcg caccgggatg 1560 

gcaccgtgtg gcagctctac gagtggcagc agcgccagca gttccggcac ggcagcccca 1620 

cagcgcccat ctgccttggc tccccagagt tcaccgacca gggccggagc aggagcatgc 1680 
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tagaggtgcc ccgctccatc tctgtgcctc catctccctc ggacatccct cccccaggac 1740 
ccccaagggt cttcccaccc cggcggccac acacaccagc agagcgagtc acagtgaagc 1800 
caccggacca gaggaggagt gtggacatct cgctggggga ttctccaagg agggcacggg 1860 
gccacgctgt caagaactca tctcatgtgg accgacgctc catgccctcc atgggtfcaca 1920 
tgacccacac cgtcagcgct cccagtttac atggaaaatc ggctgatgat acctacctcc 1980 
agctgaagaa agacctggag tacctggatc taaagatgac aggccgggac cttctcaagg 2040 
atcgaagtct gaagcctgtg aagatcgctg agagcgacac tgacgtcaaa ctgagcatct 2100 
tctgtgaaca agacagggtc ctccaggact tggaagacaa gatacgagcc cttaaagaga 2160 
acaaagacca gctagaatct gtgctggagg tgttgcacag acagatggag cagtaccgag 2220 
accagcccca gcacttggag aagattgcct accagcagaa gttgctgcag gaggaccttg 2280 
tccatatccg agctgagctc tccagagagt ccactgagat ggaaaatgct tggaacgaat 2340 
acctgaagtt ggagaatgat gtggaacagc tgaagcagac cctgcaggag caacacagaa 2400 
gagccttttt tttccaggag aaatcgcaga tacagaaaga tctatggaga attgaagatg 2460 
tcactgcagg cctgagtgca aataaagaga acttcagaat tctagtggag tcagtaaaaa 2520 
atccggagag aaaaacggtg cctttgtttc ctcacccgcc tgtgccttca ctctcaactt 2580 
ctgagagcaa gccgccccca cagcccagtc ctcccaccag ccctgtgcgg acccctctgg 2640 
aggttcgact cttcccccag ctgcaaacct acgtgccgta ccgacctcac ccaccccagc 2700 
tgaggaaagt gacatccccc cttcagtcac caactaaggc gaagcccaaa gttcaggaag 2760 
atgaagcacc tcccaggccc ccactccccg aactctacag cccagaggac cagcccccgg 2820 
ctgtgccgcc tctgccaaga gaggccacca tcatccggca cacatctgtg cggggcctca 2880 
agcggcagtc agacgagagg aagcgagacc gggagctggg gcagtgtgtg aatggggatt 2940 
ccagggtgga gctgcggtcg tatgtcagtg agcctgagct ggcgaccctc agcggggaca 3000 
tggcccagcc ctccctagga cttgtgggcc ctgagagcag gtaccagacg ctgccaggca 3060 
gagggctctc agggtccacg tcaaggctcc agcagtcgtc caccattgct ccctacgtca 3120 
cactccggag gggtctcaat gccgaaagca gcaaggcgac cttccctaga cctaagagtg 3180 
ccttggagcg cctgtactca ggggatcacc agcgaggcaa gatgagtgca gaggagcagc 3240 
tggagcgcat gaagcgacac cagaaggccc tggtccgaga . gcgcaagagg acactgggcc 3300 
aaggggagag gacgggcctg ccctcatctc gctacctcag ccggccgctc cctggagatc 33 60 
ttggctcagt atgttaggag gggccaggca gcggggcagg gacagggagc cgagtgcccc 3420 
tcagagtccc ccaaacacaa gcacatcaca cctcccagtg agagagctgt ccattgacct 3480 
acatggttca gagaacaccc cacggggctg tttgtccacg acccaggctg gacgaatgcc 3540 
tggtcagagg gtgacctgaa ccagagctgg agtgagg'atc aaacaggccc aggagcctga 3600 
ggaaataccc agtcagtcct cccagccgcg atggagaggg gcctttgcag gcgttcggaa 3660 
tctcggctga attcaggacc tgggaataca gggttcagag agg 3703 

<210> 29 

<211> 1704 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7523952CB1 

<400> 29 

tacaaccctg cccgccagac cccgtcgccc ggatcccctg agctgcccgc catcccacgt 60 
gaccgcgccg ccccccagct ccaccgctga gcccgctcgc catggccctc ttcggggccc 120 
tcttcctagc gctgctggca ggcgcacatg cagagttccc aggctgcaag atccgcgtca 180 
cctccaaggc gctggagctg gtgaagcagg aggggctgcg ctttctggag caagagctgg 240 
agactatcac cattccggac ctgcggcgca aagaagggca cttctactac aacatctctg 300 
agcctggact tgaaagggga gcagacaaat ttcctgtcgt tgggggaagt tccctcttct 3 60 
tggccctgga tctgaccctg aggcctcctg tagggtgaag gtcacagagc tgcaactgac 420 
atcttccgag ctcgatttcc agccacagca ggagctgatg cttcaaatca ccaatgcctc 480 
cttggggctg cgcttccgga gacagctgct ctactggttc ttctatgatg ggggctacat 540 
caacgcctca gctgagggtg tgtccatccg cactggtctg gagctctccc gggatcccgc 600 
tggacggatg aaagtgtcca atgtctcctg ccaggcctct gtctccagaa tgcacgcggc 660 
cttcggggga accttcaaga aggtgtatga ttttctctcc acgttcatca cctcagggat 720 
gcgcttcctc ctcaaccagc agate tgccc tgtcctctac cacgcaggga cggtcctgct 780 
caactccctc ctggacaccg tgcctgtgcg cagttctgtg gacgagcttg ttggcattga 840 
ctattccctc atgaaggatc ctgtggcttc caccagcaac ctggacatgg acttccgggg 900 
ggccttcttc cccctgactg agaggaactg gagcctcccc aaccgggcag tggagcccca 960 
gctgcaggag gaagagcgga tggtgtatgt ggccttctct gagttcttct tcgactctgc 1020 
catggagagc tacttccggg cgggggccct gcagctgttg ctggtggggg acaaggtgcc 1080 

33/43 



wo 2004/044165 



PCTAJS2003/035946 



ccacgacctg gacatgctgc 
agcagtgatt gactccccat 
catcaagccc tctggcacca 
accagaccag cctgaggtcc 
gatggctctc cgggggaagg 
ttccaaccat tctgcactgg 
catgctgcag attggggtga 
cccactacct gagggcatca 
caccatcggg gctgatttcc 
gcctgctgat gtcagggcgt 
caatccccaa gctggcagct 

<210> 30 
<211> 2388 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 7513020CB1 

<400> 30 

agatggcggc gcccgggatc ctgtgtagcg gctgcagagg gtgccgccgc cctaggcgaa 60 
gtagggccgt cctgagcgaa agaaccgccc ccagcaggag caccaccacg gtttagcaaa 12 0 
gaatcccaga ccccgcccgg gaaggcagcc gcaccatgga gtcttccagt tcatctaact 180 
cttatttctc cgttggccca accagtccca gcgctgtcgt gctcctctac tcgctttcca 240 
aggaatccct tcaatctgtg gatgtcctcc gagaggaagt gagtgagatc ttagatgaaa 300 
tgagtcacaa actgcgtctt ggagccattc ggttttgtgc cttcaccctg agcaaagtat 3 60 
ttaaacaaat tttctcgaag gtgtgtgtaa atgaagaagg tattcagaaa ctacaaagag 420 
ccatccagga gcatcctgtt gttctgctgc ctagtcatcg aagttacatt gacttcctca 480 
tgttgtcttt tcttctatac aattatgatt tgcctgtgcc agttatagca gcaggaatgg 540 
acttcctggg aatgaaaatg gttggtgagc tgctacgaat gtcgggtgcc tttttcatgc 600 
ggcgtacctt tggtggcaat aaactctact gggctgtatt ctctgaatat gtaaaaacta 660 
tgttacggaa tggttatgct cctgttgaat ttttcctcga agggacaaga agccgctctg 720 
ccaagacatt gactcctaaa tttggtcttc tgaatattgt gatggagcca ttttttaaaa 780 
gagaagtttt tgatacctac cttgtcccaa ttagtatcag ttatgataag atcttggaag 840 
aaactcttta tgtgtatgag cttctagggg ttcctaaacc aaaagagtct acaactgggt 900 
tgctgaaagc cagaaagatt ctctctgaaa attttggaag catccatgtg tactttggag 960 
atcctgtgtc acttcgatct ttggcagctg ggaggatgag tcggagctca tataacttgg 1020 
ttccaagata cattcctcag aaacagtctg aggacatgca tgcctttgtc actgaagttg 1080 
cctacaaaat ggagcttctg caaattgaaa acatggtttt gagcccctgg accctaatag 1140 
ttgctgttct gcttcagaac cggccatcca tggactttga tgctctggtg gaaaagactt 1200 
tatggctaaa aggcttaacc caggcatttg gagggtttct catttggcct gataataaac 1260 
ctgctgaaga agttgtcccg gccagcattc ttctgcattc caacattgcc agccttgtca 132 0 
aagaccaggt gattctgaaa gtggactccg gagactcgga agtggtcgat gggcttatgc 13 80 
tccagcacat cactctcctc atgtgctcag cttataggaa ccagctgctc aacatttttg 1440 
tgcgcccatc cttagtagca gtagcattgc agatgacacc agggttcagg aaagaggatg 1500 
tctacagttg ctttcgcttc ctacgtgatg tttttgcaga tgagttcatc ttccttccag 1560 
gaaacacact aaaggacttt gaagaaggct gttacctgct ttgtaaaagt gaagccatac 1620 
aagtgactac gaaagacatc ctagttacag agaaaggaaa tactgtgtta gaatttttag 1680 
taggactctt taaacctttt gtggaaagct atcagataat ttgcaagtac cttttgagtg 1740 
aagaagagga ccacttcagt gaggaacagt acttggctgc agtcagaaaa ttcacaagtc 1800 
agcttctcga tcaaggtacc tctcaatgtt atgatgtatt atcttctgat gtgcagaaaa 1860 
acgccttagc agcctgtgtg aggctcggag tagtggagaa gaagaagata aataataact 1920 
gtatatttaa tgtgaatgaa cctgccacaa ccaaattaga agaaatgctt ggttgtaaga 1980 
caccaatagg aaaaccagcc actgcaaaac tttaataatc aacaaatagt tatggaaaat 2040 
tcggtcacgt aattactctc atcgaaggac tcattacaac aaacagggaa gtaaaggaag 2100 
agacacatcc tctcatactc cctgagactc tgagaacagt ggacgcagag ggaagagatg 2160 
atcattggaa gcaatcagtt tactcttccc caccacagtg gttaaaaggc gtttg1:atct 2220 
gacactatgt gtgtgtttta aaataaactt ttggaaacat gtttggaaaa gcaaagctca 2280 
gctcatttca ctaacacttt tcagcttact atatgtatta aacttttatg ttgacttttg 2340 
aattaaagta tgacaacact gaaagctctg gatattaaaa gaaaatga 2388 



tgagggccac ctactttggg 
tgaagctgga gctgcgggtc 
ccatctctgt cactgctagc 
agctgtccag catgactatg 
ccctgcgcac gcagctggac 
agtcgctggc tctgatccca 
tgcccatgct caatgagcgg 
actttgtgca tgaggtggtg 
actttgccaa agggctgcga 
ccactgcccc cacaccgtcc 
gtca 



agcattgtcc tgctgagccc 1140 
ctggccccac cgcgctgcac 1200 
gtcaccattg ccctggtccc 1260 
gacgcccgtc tcagcgccaa 1320 
ctgcgcaggt tccgaatcta 1380 
ttacaggccc ctctgaagac 1440 
acctggcgtg gggtgcagat 1500 
acgaaccatg cgggattcct 1560 
gaggtgattg agaagaaccg 1620 
acagcagctg tctgagccct 1680 

1704 
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<210> 31 

<211> 4508 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 7513162CB1 

<400> 31 

attctggcat ggggctgcgg ccaggcattt tcctcctgga gctgctgctg cttctggggc 60 
aagggacccc tcagatccat acctctccta gaaagagtac attggaaggg cagctatggc 120 
cagagaccct gaagaattct ccattcccat gcaatccaaa taaattagga gtgaatatgc 180 
cttctaaatc agttcactct ctgaagcctt ctgatattaa atttgtggca gccattggca 240 
atctggaaat tcctccagac ccagggacgg gcgatctgga gaagcaagac tggactgaaa 300 
ggccacagca ggtgtgcatg ggagtgatga cagtcctttc agacatcatc agatatttca 360 
gtccttctgt tccaatgcct gtgtgccaca ctggaaagag agtcataccc cacgatggtg 420 
ctgaagactt gtggattcag gctcaagaac tggtgagaaa catgaaagag aacctgcaac 480 
ttgactttca atttgactgg aagctcatca atgtgttctt cagtaatgca agccagtgtt 540 
acctgtgccc ctctgctcaa cagaatgggc ttgcggcggg cggcgtggat gagctgatgg 600 
gggtgctgga ctacctgcag caggaggtcc ccagagcatt tgtaaacctg gtggacctct 6 60 
ctgaggttgc agaggtctct cgtcagtatc acggcacttg gctcagccct gcaccagagc 720 
cctgtaattg ctcagaggag accacccggc tggccaaggt ggtgatgcag tggtcttatc 780 
aggaagcctg gaacagcctc ctggcctcca gcaggtacag tgagcaggag tccttcaccg 840 
tggttttcca gcctttcttc tatgagacca ccccatctct acactcggag gacccccgac 900 
tccaggattc taccacgctg gcctggcatc tctggaatag gatgatggag ccagcaggag 960 
agaaagatga gccattgagt gtaaaacacg ggaggccaat gaagtgtccc tctcaggaga 1020 
gcccctatc.t gttcagctac agaaacagca actacctgac cagactgcag aaaccccaag 1080 
acaagcttga ggtaagagaa ggagcggaaa tcagatgtcc tgacaaagac ccctccgata 1140 
cggttcccac ctcagttcat aggctgaagc cggctgacat caacgtaatt ggagccctgg 1200 
gtgactctct cacggcaggc aatggggccg ggtccacacc tgggaacgtc ttggacgtct 1260 
tgactcagta ccgaggcctg tcctggagcg tcggcggaga tgagaacatc ggcaccgtta 1320 
ccaccctggc gaacatcctc cgggaattca acccttccct gaagggcttc tctgtcggca 1380 
ctgggaaaga aaccagtcct aatgccttct taaaccaggc tgtggcagga ggccgagctg 1440 
aggatctacc tgtccaggcc aggaggctgg tggacctgat gaagaatgac acgaggatac 1500 
actttcagga agactggaag ataataaccc tgtttatagg cggcaatgac ctctgtgatt 1560 
tctgcaatga tctggtccac tattctcccc agaacttcac agacaacatt ggaaaggccc 1620 
tggacatcct ccatgctgag gttcctcggg catttgtgaa cctggtgacg gtgcttgaga 1680 
tcgtcaacct gagggagctg taccaggaga aaaaagtcta ctgcccaagg atgatcctca 1740 
ggtctctgtg tccctgtgtc ctgaagtttg atgataactc aacagaactt gctaccctca 1800 
tcgaattcaa caagaagttt caggagaaga cccaccaact gattgagagt gggcgatatg 1860 
acacaaggga agattttact gtggttgtgc agccgttctt tgaaaacgtg gacatgccaa 1920 
agacctcgga aggattgcct gacaactctt tcttcgctcc tgactgtttc cacttcagca 1980 
gcaagtctca ctcccgagca gccagtgctc tctggaacaa tatgctggag cctgttggcc 2040 
agaagacgac tcgtcataag tttgaaaaca agatcaatat cacatgtccg aaccaggtcc 2100 
agccgtttct gaggacctac aagaacagca tgcagggtca tgggacctgg ctgccatgca 2160 
gggacagagc cccttctgcc ttgcacccta cctcagtgca tgccctgaga cctgcagaca 2220 
tccaagttgt ggctgctctg ggggattctc tgaccgctgg caatggaatt ggctccaaac 2280 
cagacgacct. ccccgatgtc accacacagt atcggggact gtcatacagt gcaggagggg 2340 
acggctccct ggagaatgtg accaccttac ctaatatcct tcgggagttt aacagaaacc 2400 
tcacaggcta cgccgtgggc acgggtgatg ccaatgacac gaatgcattc ctcaatcaag 2460 
ctgttcccgg agcaaaggct gaggatctta tgagccaagt ccaaactctg atgcagaaga 2520 
tgaaagatga tcatagagta aatttccatg aagactggaa ggtcatcaca gtgctgatcg 2580 
gaggcagcga tttatgtgac tactgcacag attcgaatct gtattctgca gccaactttg 2640 
ttgaccatct ccgcaatgcc ttggacgtcc tgcatagaga ggtgcccaga gtcctggtca 2700 
acctcgtgga cttcctgaac cccactatca tgcggcaggt gttcctggga aacccagaca 2760 
agtgcccagt gcagcaggcc agcgttttgt gtaactgcgt tctgaccctg cgggagaact 2820 
cccaagagct agccaggctg gaggccttca gccgagccta ccggagcagc atgcgcgagc 2880 
tggtggggtc aggccgctat gacacgcagg aggacttctc tgtggtgctg cagcccttct 2940 
tccagaacat ccagctccct gtcctggcgg atgggctccc agatacgtcc ttctttgccc 3000 
cagactgcat ccacccaaat cagaaattcc actcccagct ggccagagcc ctttggacca 3 060 
atatgcttga accacttgga agcaaaacag agaccctgga cctgagagca gagatgccca 3120 
tcacctgtcc cactcagaat gagcccttcc tgagaacccc tcggaatagt aactacacgt 3180 
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accccatcaa gccagccatt gagaactggg gcagtgactt cctgtgtaca gagtggaagg 3240 
cttccaatag tgttccaacc tctgtccacc agctccgacc agcagacatc aaagtggtgg 33 00 
ccgccctggg tgactctctg actacagcag tgggagctcg accaaacaac tccagtgacc 3360 
tacccacatc ttggagggga ctctcttgga gcattggagg ggatgggaac ttggagactc 3420 
acaccacact gcccaacatt ctgaagaagt tcaaccctta cctccttggc ttctctacca 3480 
gcacctggga ggggacagca ggactaaatg tggcagcgga aggggccaga gctagggaca 3540 
tgccagccca ggcctgggac ctggtagagc gaatgaaaaa cagccccgac atcaacctgg 3600 
agaaagactg gaagctggtc acactcttca ttggggtcaa cgacttgtgt cattactgtg 3660 
agaatccgga ggcccacttg gccacggaat atgttcagca catccaacag gccctggaca 3720 
tcctctctga ggagctccca agggctttcg tcaacgtggt ggaggtcatg gagctggcta 3780 
gcctgtacca gggccaaggc gggaaatgtg ccatgctggc agctcagaac aactgcactt 3 840 
gcctcagaca ctcgcaaagc tccctggaga agcaagaact. gaagaaagtg aactggaacc 3900 
tccagcatgg catctccagt ttctcctact ggcaccaata cacacagcgt gaggactttg 3960 
cggttgtggt gcagcctttc ttccaaaaca cactcacccc actgaacgag agaggggaca 4020 
ctgacctcac cttcttctcc gaggactgtt ttcacttctc agaccgcggg catgccgaga 4080 
tggccatcgc actctggaac aacatggaga gcccttacct ctacaccctg cggaacagcc 4140 
gattgctccc agaccaggct gaagaagccc ccgaggtgct ctactgggct gtcccagtgg 4200 
cagcgggagt cggccttgtg gtgggcatca tcgggacagt ggtctggagg tgcaggagag 4260 
gtggccggag ggaagatcct ccaatgagcc tgcgcactgt ggccctctag gcccgggggt 4320 
gggtcctcac cctaaactcc ctatagccac tctcttcacc gccctctgcc ccagccactc 43 80 
ccggccacca ggacatgctt caatgcctgg tgccatagga agcccagggg acagtcacaa 4440 
cttcttgggg cctgggcttc ttccaggcct atgctcctgg aatggataca tttaaataaa 4500 
gtccaaag 4508 

<210> 32 

<211> 4512 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7513164CB1 

<400> 32 

attctggcat ggggctgcgg ccaggcattt tcctcctgga gctgctgctg cttctggggc 60 
aagggacccc tcagatccat acctctccta gaaagagtac attggaaggg cagctatggc 120 
cagagaccct gaagaattct ccattcccat gcaatccaaa taaafctagga gtgaatatgc 180 
cttctaaatc agttcactct ctgaagcctt ctgatattaa atttgtggca gccattggca 240 
atctggaaat tcctccagac ccagggacgg gcgatctgga gaagcaagac tggactgaaa 3 00 
ggccacagca ggtgtgcatg ggagtgatga cagtcctttc agacatcatc agatatttca 360 
gtccttctgt tccaatgcct gtgtgccaca ctggaaagag agtcataccc cacgatggtg 420 
ctgaagactt gtggattcag gctcaagaac tggtgagaaa catgaaagag aacctgcaac 480 
ttgactttca atttgactgg aagctcatca atgtgttctt cagtaatgca agccagtgtt 540 
acctgtgccc ctctgctcaa cagaatgggc ttgcggcggg cggcgtggafc gagctgatgg 600 
gggtgctgga ctacctgcag caggaggtcc ccagagcatt tgtaaacctg gtggacctct 660 
ctgaggttgc agaggtctct cgtcagtatc acggcacttg gctcagccct gcaccagagc 720 
cctgtaattg ctcagaggag accacccggc tggccaaggt ggtgatgcag tggtcttatc 780 
aggaagcctg gaacagcctc ctggcctcca gcaggtacag tgagcaggag tccttcaccg 840 
tggttttcca gcctttcttc tatgagacca ccccatctct acactcggag gacccccgac 900 
tccaggattc taccacgctg gcctggcatc tctggaatag gatgatggag ccagcaggag 960 
agaaagatga gccattgagt gtaaaacacg ggaggccaat gaagtgtccc tctcaggaga 1020 
gcccctatct gttcagctac agaaacagca actacctgac cagactgcag aaaccccaag 1080 
acaagcttga ggtaagagaa ggagcggaaa tcagatgtcc tgacaaagac ccctccgata 1140 
cggttcccac ctcagttcat aggctgaagc cggctgacat caacgtaatt ggagccctgg 1200 
gtgactctct cacggcaggc aatggggccg ggtccacacc tgggaacgtc ttggacgtct 1260 
tgactcagta ccgaggcctg tcctggagcg tcggcggaga tgagaacatc ggcaccgtta 1320 
ccaccctggc gaacatcctc cgggaattca acccttccct gaagggcttc tctgtcggca 1380 
ctgggaaaga aaccagtcct aatgccttct taaaccaggc tgtggcagga ggccgagctg 1440 
aggatctacc tgtccaggcc aggaggctgg tggacctgat gaagaatgac acgaggatac 1500 
actttcagga agactggaag ataataaccc tgtttatagg cggcaatgac ctctgtgatt 1560 
tctgcaatga tctggtccac tattctcccc agaacttcac agacaacatt ggaaaggccc 1620 
tggacatcct ccatgctgag gttcctcggg catttgtgaa cctggtgacg gtgcttgaga 1680 
tcgtcaacct gagggagctg taccaggaga aaaaagtcta ctgcccaagg atgatcctca 1740 
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ggtctctgtg tccctgtgtc ctgaagtttg atgataactc aacagaactt gctaccctca 1800 
tcgaattcaa caagaagttt caggagaaga cccaccaact gattgagagt gggcgatatg 1860 
acacaaggga agattttact gtggttgtgc agccgttctt tgaaaacgtg gacatgccaa 1920 
agacctcgga aggattgcct gacaactctt tcttcgctcc tgactgtttc cacttcagca 1980 
gcaagtctca ctcccgagca gccagtgctc tctggaacaa tatgctggag cctgttggcc 2040 
agaagacgac tcgtcataag tttgaaaaca agatcaatat cacatgtccg aaccaggtcc 2100 
agccgtttct gaggacctac aagaacagca tgcagggtca tgggacctgg ctgccatgca 2160 
gggacagagc cccttctgcc ttgcacccta cctcagtgca tgccctgaga cctgcagaca 2220 
tccaagttgt ggctgctctg ggggattctc tgaccgctgg caatggaatt ggctccaaac 2280 
cagacgacct ccccgatgtc accacacagt atcggggact gtcatacagt gcaggagggg 2340 
acggctccct ggagaatgtg accaccttac ctaatatcct tcgggagttt aacagaaacc 2400 
tcacaggcta cgccgtgggc acgggtgatg ccaatgacac gaatgcattc ctcaatcaag 2460 
ctgttcccgg agcaaaggct gaggatctta tgagccaagt ccaaactctg atgcagaaga 2520 
tgaaagatga tcatagagta aatttccatg aagactggaa ggtcatcaca gtgctgatcg 2580 
gaggcagcga tttatgtgac tactgcacag attcgaatct gtattctgca gccaactttg 2640 
ttcaccatct ccgcaatgcc ttggacgtcc tgcatagaga ggtgcccaga gtcctggtca 2700 
acctcgtgga cttcctgaac cccactatca tgcggcaggt gttcctggga aacccagaca 2760 
agtgcccagt gcagcaggcc agagcagcat gcgcgagctg gtggggtcag gccgctatga 2 82 0 
cacgcaggag gacttctctg tggtgctgca gcccttcttc cagaacatcc agctccctgt 2880 
cctggcggat gggctcccag atacgtcctt ctttgcccca gactgcatcc acccaaatca 2940 
gaaattccac tcccagctgg ccagagccct ttggaccaat atgcttgaac cacttggaag 3 000 
caaaacagag accctggacc tgagagcaga gatgcccatc acctgtccca ctcagaatga 3060 
gcccttcctg agaacccctc ggaatagtaa ctacacgtac cccatcaagc cagccattga 3120 
gaactggggc agtgacttcc tgtgtacaga gtggaaggct tccaatagtg ttccaacctc 3180 
tgtccaccag ctccgaccag cagacatcaa agtggtggcc gccctgggtg actctctgac 3240 
tacagcagtg ggagctcgac caaacaactc cagtgaccta cccacatctt ggaggggact 3300 
ctcttggagc attggagggg atgggaactt ggagactcac accacactgc ccaacattct 33 60 
gaagaagttc aacccttacc tccttggctt ctctaccagc acctgggagg ggacagcagg 3420 
actaaatgtg gcagcggaag gggccagagc tagggacatg ccagcccagg cctgggacct 3480 
ggtagagcga atgaaaaaca gccccgacat caacctggag aaagactgga agctggtcac 3540 
actcttcatt ggggtcaacg acttgtgtca ttactgtgag aatccggagg cccacttggc 3600 
cacggaatat gttcagcaca tccaacaggc cctggacatc ctctctgagg agctcccaag 3660 
ggctttcgtc aacgtggtgg aggtcatgga gctggctagc ctgtaccagg gccaaggcgg 3720 
gaaatgtgcc atgctggcag ctcagaacaa ctgcacttgc ctcagacact cgcaaagctc 3780 
cctggagaag caagaactga agaaagtgaa ctggaacctc cagcatggca tctccagttt 3840 
ctcctactgg caccaataca cacagcgtga ggactttgcg gttgtggtgc agcctttctt 3900 
ccaaaacaca ctcaccccac tgaacgaggt gagctgcaga gaggggacac tgacctcacc 3960 
ttcttctccg aggactgttt tcacttctca gaccgcgggc atgccgagat ggccatcgca 4020 
ctctggaaca acatgctgga accagtgggc cgcaagacta cctccaacaa cttcacccac 4080 
agccgagcca aactcaagtg cccctctcct gagagccctt acctctacac cctgcggaac 4140 
agccgactgc tcccagacca ggctgaagaa gcccccgagg tgctctactg ggctgtccca 4200 
gtggcagcgg gagtcggcct tgtggtgggc atcatcggga cagtggtctg gaggtgcagg 4260 
agaggtggcc ggagggaaga tcctccaatg agcctgcgca ctgtggccct ctaggcccgg 4320 
gggtgggtcc tcaccctaaa ctccctatag ccactctctt caccgccctc tgccccagcc 4380 
actcccggcc accaggacat gcttcaatgc ctggtgccat aggaagccca ggggacagtc 4440 
acaacttctt ggggcctggg cttcttccag gcctatgctc ctggaatgga tacatttaaa 4500 
taaagtccaa ag 4512 

<210> 33 

<211>. 1511 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> inisc_f eature 

<223> Incyte ID No: 7513496CB1 

<400> 33 

atgagctgct gggaagttgt gactttcact ttccctttcg aattcctcgg tatatcttgg 60 
ggactggagg acctgtctgg ttattataca gacgcataac tggaggtggg atccacacag 120 
ctcagaacag ctggatcttg ctcagtctct gccaggggaa gattccttgg aggaggccct 180 
gcagcgacat ggagggagct gctttgctga gagtctctgt cctctgcatc tgggtgcaac 240 
aaaacgttcG aagtgggaca gatactggag atcctcaaag taagcccctc ggtgactggg 300 
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ctgctggcac catggaccca gagagcagta 
aggaaaaagt gagcacacag aatctgctac 
gattcgtggc tgctgctgaa ctgcccagga 
acaaccttgc aagacaaatg atcatgaaag 
acagaaactg gtttctgaaa gagtttcctc 
gaaggctccg tgcccttgca gatggggttc 
atgtggtgtc tggctctctc agcatttcct 
tggcaccctt cacagaggga ggcagccttg 
tcacagcagc tttgaccggg attaccagca 
cacaagccca agcccacgac ctggtcatca 
agtttttggg tgagaacata tccaactttc 
cacgaggcat tgggaaggac atccgtgccc 
taccgcatgc ctcagcctca cgcccccggg 
aacaggtgga gagagttaat gaacccagca 
cggatgtggc ccctgtaagc ttctttcttg 
caaagcactt acatgagggg gcaaagtcag 
aggagctgga ggagaagcta aacattctca 
aagaactgtg accacagggc agggcagcca 
acaaaatgca aacttttttt tttttctgag 
tgagccgaga tatcgccact gcactccagc 
aaaaaaaaaa a 



tctttattga ggatgccatt aagtatttca 360 
tcctgctgac tgataatgag gcctggaacg 420 
atgaggcaga tgagctccgt aaagctctgg 480 
acaaaaactg gcacgataaa ggccagcagt 540 
ggttgaaaag taagcttgag gataacataa 600 
agaaggtcca caaaggcacc accatcgcca 660 
ctggcatcct gaccctcgtc ggcatgggtc 720 
tactcttgga acctgggatg gagttgggaa 780 
gtaccataga ctacggaaag aagtggtgga 840 
aaagccttga caaattgaag gaggtgaagg 900 
tttccttagc tggcaatact taccaactca 9 60 
tcagacgagc cagagccaat cttcagtcag 1020 
tcactgagcc aatctcagct gaaagcggtg 1080 
tcctggaaat gagcagagga gtcaagctca 1140 
tgctggatgt agtctacctc gtgtacgaat 1200 
agacagctga ggagctgaag aaggtggctc 1260 
acaataatta taagattctg caggcggacc 1320 
ccaggagaga tatgcctggc aggggccagg 1380 
acagagtctt gctctgtcgc caagttggag 1440 
ctgggtgaca gagcgagact ccatctcaaa 1500 

1511 



<210> 34 
<211> 709 

<212> DNA 

<213> Homo sapiens 



<220>. 

<221> misc_f eature 

<223> Incyte ID No: 7514724CB1 



<400> 34 

tagagtctgt catctgaacc atgaggatct 
cagggaacat aaactcacag gacacctgca 
ccggtcacaa tgttctgcct ggaagagatg 
atgcaggaga accagggtgt cctggcagcc 
gagaacgagg agcagatgga aaagttgaag 
tttggtcaaa aacggagtaa aaatactgca 
ccaggcctct ggcagcattg tcctgcagct 
gacaggagga gagaggttca atggcttgtt 
agggttcctt ctgttcagca gccagtgaca 
catcagaatc agcttgggat gaacttattc 
tattacaata atcataaaaa ggtgaaaatg 
aacttactat ttttccagga gtaaatattt 



ggtggcttct gcttgccatt gaaatctgca 60 
ggcaagggca ccctggaatc cctgggaacc 120 
gacgagacgg agcgaagggt gacaaaggcg 180 
cggggaagga tgggacgagt ggagagaagg 240 
caaaaggcat caaaggaatg ttcaggtgtc 300 
caccagagat gcttacgtga gctctgagga 360 
gaagctcggg gatgagatgt ggctgcaggt 420 
tgctgatgag gacgatgaca caactttcac 480 
gaggagagtt tataaatctg ccagaccatc 540 
agatggtttt actttattaa ttcctccaat 600 
gaaaagttat tcccaaaact gattctgtgt 660 
aaaatagcaa aaaaaaaaa 709 



<210> 35 

<211> 969 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mis cofeature 

<223> Incyte ID No: 7514797CB1 

<400> 35 

tacgttactc cgtccgaacg cagtagacga 
cttctcgcag actccgcgac ctactgaccc 
tcagtattag ccttcgcctc actggctcct 
tcggtgaagc cccagaccac agctatgagt 
ttctgcatgt ccagctcaac cggcccaaca 
gagagatggt agagtgcttc aacaagattt 
tctctggtgc aggaaaaatg ttcactgcag 
tcctgcagcc caaaggagat gatgtggccc 



aggcggcggc gatggcggcg gggatagtgg 60 
ggcgactgac aggctccaac tacccgggac 120 
ctgcacaaga ggcggcttcc ggagtagccc 180 
cccttcgtgt gacgtctgcg cagaaacatg 240 
agaggaatgc catgaacaag gtcttctgga 3 00 
cgagagacgc tgactgtcgg gcggtggtga 3 60 
gtattgacct gatggacatg gcttcggaca 420 
ggatcagctg gtacctccgt gacatcatca 480 
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ctcgatacca ggagaccttc aacgtcatcg agaggtgccc caagcccgtg attgctgccg 540 
tccatggggg ctgcattggc ggaggtgtgg accttgtcac cgcctgtgac atccggtact 600 
gtgcccagga tgctttcttc caggtgaagg aggtggacgt gggtttggct gccgatgtag 660 
gaacactgca gcgcctgccc aaggtcatcg ggaaccagag ccgggtgttc ccagacaaag 720 
aggtcatgct ggatgctgcc ttagcgctgg cggccgagat ttccagcaag agccccgtgg 780 
cggtgcagag caccaaggtc aacctgctgt attcccgcga ccattcggtg gccgagagcc 840 
tcaactacgt ggcgtcctgg aacatgagca tgctgcagac ccaagacctc gtgaagtcgg 900 
tccaggccac gactgagaac aaggaactga aaaccgtcac cttctccaag ctctgagagc 960 
cctcgcgta 969 

<210> 36 

<211> 1102 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7512100CB1 

<400> 36 

agacgagctc ggatcactta tacggcgcag tgtgctggaa tcgcccttag gcgaaaagct 60 
gcggttaagg agagtccggt ttaaccgtca ccgggaagcg cgctcgttcg ggatcgccga 120 
gtgggctgag atagtgaatt cctaagaaga aaataatgga ttgcatatta gttgttctct 180 
aagtggactc aacagtgtgc aagcttgttg gaaaagccaa aagaagatgg caactcctta 240 
tgtcccagtt cctatgccca taggaaactc tgcttccagt tttacaacaa acagaaatca 3 00 
aagaagttct tcttttggca gtgtctcaac aagctcaaat tcttctaagg gccagttaga 360 
agactcaaat atgggtacag cttcttccat tgagtattct actagaccaa gagacactga 420 
agaacaaaat ccggaaacag tgaattggga agatagacca tctacaccta ctatactggg 480 
ttatgaagtg atggaagaaa gagctaaatt tactgtatat aaaatactag taaagaaaac 540 
cccagaagaa agctgggtag ttttcagaag atacactgac ttctctaggc ttaatgacaa 600 
attaaaagag atgtttccag gttttcgact agcacttcct ccaaaacgct ggtttaaaga 660 
taattacaat gctgactttt tagaagacag acaattagga ttacaagcgt ttcttcaaaa 720 
tttagtagct cacaaggaca ttgctaactg gcattctgtg aaactttaga agagacaaac 780 
taccgcttac agaaagaact acttgaaaaa caaaaggaga tggaatcact aaagaaactg 840 
ctcagtgaga agcaacttca tatagacact ttagagaaca gaatcagaac attgtcttta 900 
gaacctgaag aatcactgga tgtgtcagaa acagaaggtg aacagatcct aaaggtggag 960 
tcctctgcac ttgaggttga tcaagatgtc ctggatgaag aatctagagc tgataataaa 1020 
ccatgcttaa gttttagtga acctgaaaat gctgtatcag agatagaagt agcagaagtg 1080* 
gcatatgatg ctgaagaaga ta 1102 

<210> 37 

<211> 1143 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7512101CB1 

<400> 37 

aggcgaaaag ctgcggttaa ggagagtccg gtttaaccgt caccgggaag cgcgctcgtt 60 
cgggatcgcc gagtgggctg agatagtgaa ttcctaagaa gaaaataacg gattgcatat 120 
tagttgttct ctaagtggac tcaacagtgt gcaagcttgt tggaaaagcc aaaagaagat 180 
ggcaactcct tatgtcccag ttcctatgcc cataggaaac tctgcttcca gttttacaac 240 
aaacagaaat caaagaagtt cttcttttgg cagtgtctca acaagctcaa attcttctaa 300 
gggccagtta gaagactcaa atatgggtaa ttttaaacag acaagtgttc ctgatcaaat 360 
ggataatact tcatctgtct gtagcagtcc cctcattagg actaaattta caggtacagc 420 
ttcttccatt gagtattcta ctagaccaag agacactgaa gaacaaaatc cggaaacagt 480 
gaattgggaa gatagaccat ctacacctac tatactgggt tatgaagtga tggaagaaag 540 
agctaaattt actgtatata aaatactagt aaagaaaacc ccagaagaaa gctgggtagt 600 
tttcagaaga tacactgact tctctaggct taatgacaaa ttaaaagaga tgtttccagg 660 
ttttcgacta gcacttcctc caaaacgctg gtttaaagat aattacaatg ctgacttttt 720 
agaagacaga caattaggat tacaagcgtt tcttcaaaat ttagtagctc acaaggacat 780 
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tgctaactgg cattcfcgtga aactttagaa 
cttgaaaaac aaaaggagat ggaatcacta 
atagacactt tagagaacag aatcagaaca 
gtgtcagaaa cagaaggtga acagatccta 
caagatgtcc tggatgaaga atctagagct 
cctgaaaatg ctgtatcaga gatagaagtg 
taa 



gagacaaact accgcttaca gaaagaacta 840 
aagaaactgc tcagtgagaa gcaacttcat 900 
ttgtctttag aacctgaaga atcactggat 9 60 
aaggtggagt cctctgcact tgaggttgat 1020 
gataataaac catgcttaag ttttagtgaa 1080 
gcagaagtgg catatgatgc tgaagaagac 1140 

1143 



<210> 38 

<211> 1329 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7516771CB1 



<400> 38 

tagctggcac tgcgactcga gacagcggcc cggcaggaca gctccagaat gaaaatgcgg 60 
ttcttggggt tggtggtctg tttggttctc tggaccctgc attctgaggg gtctagaggg 120 
aaactgacag ctgtggatcc tgaaacaaac atgaatgtga gtgaaattat ctcttactgg 180 
ggattcccta gtgaggaata cctagttgag acagaagatg gatatattct gtgccttaac 240 
cgaattcctc atgggaggaa gaaccattct gacaaagggg aaggtgcagt gccctggaat 300 
atgaagaaag tgagcatgag tcttgatatg ctcccaggtc ccaaaccagt tgtcttcctg 360 
caacatggct tgctggcaga ttctagtaac tgggtcacaa accttgccaa cagcagcctg 420 
ggcttcattc ttgctgatgc tggttttgac gtgtggatgg gcaacagcag aggaaatacc 480 
tggtctcgga aacataagac actctcagtt tctcaggatg aattctgggc tttcagttat 540 
gatgagatgg caaaatatga cctaccagct tccattaact tcattctgaa taaaactggc 600 
caagaacaag tgtattatgt gggtcattct caaggcacca ctataggttt tatagcattt 660 
tcacagatcc ctgagctggc taaaaggatt aaaatgtttt ttgccctggg tcctgtggct 720 
tccgtcgcct tctgtactag ccctatggcc aaattaggac gattaccaga tcatctcatt 780 
aaggacttat ttggagacaa agaatttctt ccccagagtg cgtttttgaa gtggctgggt 840 
acccacgttt gcactcatgt catactgaag gagctctgtg gaaatctctg ttttcttctg 900 
tgtggattta atgagagaaa tttaaatatg tctagagtgg atgtatatac aacacattct 960 
cctgctggaa cttctgtgca aaacatgtta cactggagcc aggctgttaa attccaaaag 1020- 
tttcaagcct ttgactgggg aagcagtgcc aagaattatt ttcattacaa ccagagttat 1080 
cctcccacat acaatgtgaa ggacatgctt gtgccgactg cagtctggag cgggggtcac 1140 
gactggcttg cagatgtcta cgacgtcaat atcttactga ctcagatcac caacttggtg 1200 
ttccatgaga gcattccgga atgggagcat cttgacttca tttggggcct ggatgcccct 1260- 
tggaggcttt ataataaaat tattaatcta atgaggaaat atcagtgaaa gctggacttg 1320 
agctgtgta 1329 



<210> 39 

<211> 2249 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7512128CB1 



<400> 39 

gcttgtgtgt cacagccttg tagccgggag 
tcgtcatggc tggctacgaa tacgtgagcc 
ggtacagtgc tgtggatacc aatccacttt 
ctatagtaaa ggtatttcct acttggctgg 
tgctggtcgt attcaatttt ctgctaatgg 
caccaggtca caagcacgtg cctgactggg 
tagcctacac gctagatggt gtggacggaa 
ccttagggga gctttttgat catggcctgg 
ctgtttattc catctttgga agaggatcaa 
tgctatgggt agttttgttt tctttcatcc 
ttcttttcct gccatgggga tatgacatta 



tcgctgccga gtgggcgctc agttttcggg 60 
cggagcagct ggctggcttt gataagtaca 120 
ctctgtatgt catgcatcca ttctggaaca 180 
cgcccaatct gataactttt tctggctttc 240 
catactttga tcctgacttt tatgcctcag 3 00 
tttggattgt agtgggcatc ctcaacttcg 3 60 
agcaagctcg cagaaccaat tctagcactc 420 
atagttggtc atgtgtttac tttgttgtga 480 
ctggtgtcag tgtttttgtt ctgtatctcc 540 
tgtcccactg gggaaagtat aacacaggga 600 
gccaggtgac tatttctttt gtctacatag 660 
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tgactgcagt tgtgggagtt gaggcctggt 
gagacctatt cactgcaatg attattggtt 
tattaaactt tttcaggtaa agcagctgag 
gaggaaacca aactcagatt gactaggaat 
tttctttggg cacaaagaag tactgtaaat 
ttgaactaga ctgatctgct tgacagacgt 
aatgatacat ataatctgaa cttgggaaat 
ttttttataa aactatgtga cattttggtt 
ttcctaatgg ttctaacttc gtgagtttac 
ctttgttttt attttttaag taccaaaatt 
ccacagtgtg ttttcatatt tggaactttg 
agtataggga aaggataaaa ataagtcacc 
cagacagttg ccaatactgg tttctctttc 
aagagagcta atacatttag ctaatattct 
agatggttta attttctcct aaagagaaat 
aattattcgg ctcacccatt ggggatggtt 
cagctgcagg ttcctgagat ttggtgcctg 
gtcccagccc tatggtaatg acttaggagg 
tataaattgg agttaggaat ttcatgaacc 
gtttgtctgt ctgtctgtcc ttcccctctc 
ttatttcata cgagataaaa cagagagaag 
acttgaagaa aacttttgat atatatgcct 
atgacttgga gtaatttctg aggtttactg 
tagttgttct ataaaccata ttttttcatg 
tcatttaatt tggtggtggt gaactttact 
aagtttgtgc ttgaatgaag agtgtatctt 
tacaagtgat ccgagctcga ccgctggca 

<210> 40 

<211> 2057 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 7518098CB1 



atgaaccttt cctgtttaat ttcttatata_720 
gtgcattatg tgtgactctt ccaatgagtt 780 
cagccatttt cagatttacc ccttctcatt 840 
ggaagaaaag aatattggcc tgtaataatc 900 
aaatgcttgt aaatatttcc tccat caeca 960 
gggatctcag tatggtactt ggacagcagg 1020 
tttggaccta ctaactctaa gcctatttta 1080 
gagcagaatg tacgttagac cagcaaaatg 1140 
aatgttgtga ttcatgcagg gttaaagatg 1200 
ggtttcagaa cactgataac actcagaaaa 1260 
taatagcggg agtagcagta gtccaaacct 1320 
ttcaccaaga gatgccaatg attaccaaca 1380 
ccctgaaaat ggcttttgtt ctcaaatgat 1440 
agctctcttt attatggaac agatcttgat 1500 
aatcagttga gaatttgaga atggggttgt 1560 
cattgtttaa atatggcatt ttcccccctt 1620 
tgagctctga ttgtaggaat gcatgtgaca 1680 
aatgcagata aaagtacctt gtaagataaa 1740 
tcactatgac caaattaatt ttttgattca 1800 
ttcttttttc agggtgaggt gctgtgtttc 1860 
ttctctcttc tccagcttgt ccatttcccc 1920 
tactgagtac atgccccctt taatgttaat 1980 
acaaacataa aaatcccttt aattgtagtg 2040 
atgtggatat tttcttctat ttctttgtct 2100 
tgctgatttt cttttatttt tcactgaatg 2160 
aaccagggcg aattccagca cctgcggccg 2220 

2249 



<400> 40 

gcgccgacaa ccagctagcg tgcaaggcgc 
aaccgcagtc ctccggcgac cccgaactcc 
tcccggcatc cgagagccaa gatgccggcc 
tataccacca ccaccaccat itacagcgcct 
aagttggaga cgatgcccct ' ctacttggaa 
atatatgacc ccacctacaa ggataaggaa 
agaaacatca tccttatgtc tctgctacac 
cctacctgca agttctacac ctggctttgg 
ggcataacag caggagctca tcgtctgtgg 
ctacggctct ttctgatcat tgccaacaca 
cagtccttaa gtccataaag catgaagaga 
ataattggaa aatactcctg atgtgtagga 
cacacaatct ggccgttgtg gctcttcatc 
tgaccttaga ttcctgggca gacactggac 
tgaatgggct cgtgaccacc gtgcccacca 
taattcccga cgtggctttt tcttctctca 
agctgtcaaa gagaagggga gtacgctaga 
gatgttccag aggaggtact acaaacctgg 
gcttgtgccc tggtatttct ggggtgaaac 
cttgcgatat gctgtggtgc ttaatgccac 
cggatatcgt ccttatgaca agaacattag 
agctgtgggt gagggcttcc acaactacca 
tgagtaccgc tggcacatca acttcaccac 
tctggcctat gaccggaaga aagtctccaa 
cggagatgga aactacaaga gtggctgagt 



cgcggctcag cgcgtaccgg cgggcttcga 60 
gctccggagc ctcagccccc tggaaagtga 120 
cacttgctgc aggacgatat ctctagctcc 180 
ccctccaggg tcctgcagaa tggaggagat 240 
gacgacattc gccctgatat aaaagatgat 300 
ggcccaagcc ccaaggttga atatgtctgg 3 60 
ttgggagccc tgtatgggat cactttgatt 420 
ggggtattct actattttgt cagtgccctg 480 
agccaccgct cttacaaagc tcggctgccc 540 
atggcattcc agtcacctca agttccagtt 600 
cttctgagtc ttggaaaagg gaactggaag 660 
atatttttga tcctaaggtc cctgtgttgt 720 
ataaggggct ttggcacata agccagagac 780 
aataaattca ctatttaaga atgatgtcta 840 
caagttttca gaaacacatg ctgatcctca 900 
cgtgggttgg ctgcttgtgc gcaaacaccc 960 
cttgtctgac ctagaagctg agaaactggt 1020 
cttgctgatg atgtgcttca tcctgcccac 1080 
ttttcaaaac agtgtgttcg ttgccacttt 1140 
ctggctggtg aacagtgctg cccacctctt 1200 
cccccgggag aatatcctgg tttcacttgg 1260 
ccactccttt ccctatgact actctgccag 1320 
attcttcatt gattgcatgg ccgccctcgg 1380 
ggccgccatc ttggccagga ttaaaagaac 1440 
ttggggtccc tcaggttcct ttttcaaaaa 1500 
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ccagccaggc agaggtttta atgtctgttt attaactact gaataatgct accaggatgc 1560 
taaagatgat gatgttaacc cattccagta cagtattctt ttaaaattca aaagtattga 1620 
aagccaacaa ctctgccttt atgatgctaa gctgatatta tttcttctct tatcctctct 1680 
ctcttctagg cccattgtcc tccttttcac tttattgcta tcgccctcct ttcccttatt 1740 
gcctcccagg caagcagctg gtcagtcttt gctcagtgtc cagcttccaa agcctagaca 1800 
acctttctgt agcctaaaac gaatggtctt tgctccagat aactctcttt ccttgagctg 1860 
ttgtgagctt tgaagtaggt ggcttgagct agagataaaa cagaatcttc tgggtagtcc 1920 
ctgttgatta tcttcagcca ggctttgcta gatggaatgg aaaagcactt cattgacaca 1980 
agcttctaag caggtaattg tcggggagag agtgtctttt ttgtgcgggg gatgggttgg 2040 
ggttgggacc tccgcag 2057 



<210> 41 

<211> 1329 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7524729CB1 

<400> 41 

taggatgagc aactccgttc ctctgctctg 
ggggagcccc gtaccttttg gtccagaggg 
agctacacag actgaggtca aaccatctgt 
agagcatgaa ggatgctacc tctccgtcgg 
caacatgaca gctaaaacct ttttcatcat 
aaactggctg cacaaactcg tgtcagccct 
tgtggttgac tggctccccc tggcccacca 
ggtggtggga cacagcattg ccaggatgct 
tctcgggaat gtccacttga tcggctacag 
caacttcgtg aaaggaacgg tgggccgaat 
gcatgagcga gccgtccacc tctttgttga 
tgccttccag tgcactgact ccaatcgctt 
gaaccgttgt aatagcattg gctacaatgc 
aatgtaccta aaaacccggg caggcatgcc 
ccatgtcttc agttacaaga acatgggaga 
tggcactaat gcagattccc agactctgcc 
tgccaccaac accttcctgg tctacaccga 
gctcacctgg gagggggcct ctcagtcttg 
cctgtctcaa ccccgcaacc ccggacggga 
tggggaaacc cagcggaaac tgacattttg 
cccaggccgg gagctctggt ttcgcaagtg 
cagtcccact gtggagcttc cctgagggtg 
gacttccta 



tttctggagc ctctgctatt gctttgctgc 60 
acggctggaa gataagctcc acaaacccaa 120 
gaggtttaac ctccgcacct ccaaggaccc 180 
ccacagccag cccttagaag actgcagttt 240 
tcacggatgg acgatgagcg, gtatctttga 3 00 
gcacacaaga gagaaagacg ccaatgtagt 3 60 
gctttacacg gatgcggtca ataataccag 420 
cgactggctg caggagaagg acgatttttc 480 
cctcggagcg cacgtggccg ggtatgcagg 540 
cacagcaat:c acagaggtgg taaaatgtga 600 
ctctctggtg aatcaggaca agccgagttt 660 
caaaaagggg atctgtctga gctgccgcaa 720 
caagaaaatg aggaacaaga ggaacagcaa 780 
tttcagagtt taccattatc agatgaaaat 840 
aattgagccc accttttacg tcacccttta 900 
actggaaata gtggagcgga tcgagcagaa 960. 
gggggacttg ggagacctct tgaagatcca 1020. 
gtacaacctg tggaaggagt ttcgcagcta 1080 ' 
gctgaatatc aggcgcatcc gggtgaagtc 1140 
tacagaagac cctgagaaca ccagcatatc 1200 
tcgggatggc tggaggatga aaaacgaaac 1260 
cccgggcaag tcttgccagc aaggcagcaa 1320 

1329 



<210> 42 

<211> 3814 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 7520475CB1 



<400> 42 

atcagggaga gcctctctga ggaggggata 
gcctgatgca ccaagggcag tagaaagaga 
ggccctgatg ctagagagag cttgaggggt 
aagaaataga aggaagaaca gagagtggca 
tcaggacctt ttcggccagg aatcctttgt 
tgagtttggc ttctttctga catggagaag 
ctccctcatc aacagtattc ggtcgggagc 
tcttgaagct gttggaaaat cagaaaatga 



atgaagacaa ggtctgtaga atgaagagga 60 
cttctgagca agaggaactg caagtgcaaa 120 
tgcaggaaaa gagtttttat ggttgtgaac 180 
tgagataaaa tttgaaggat cccagatcgt 240 
gtttgaaccc aactgcctct tcaaagtgga 300 
tgaaggcaag gaaggacagg tgctagaatg 360 
cataccaaag gatcccaaaa tcttggctgc 420 
tctggaaggg cggatagttt gtgtctgcag 480 
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tggcacagat ctagtgaaca ttagttttac 
taagcaatgg gtagaaggcc tgagatcaat 
tccaatgaca tgcctcaaga aacactggat 
taaaattcca gttaggagta ttactagaac 
ctttcaagca ctcaaggagt taggtcttcc 
agcattttct tatgaaaagt tctatgaact 
agaagatctt ttcaaaaaaa tcaatggaga 
agtgagcttt ctaaatgaac atcaacgaga 
ttatgatgcc aaaagggcaa tgcagatcat 
gaaaaaaggc cttatatcaa gtgatgggtt 
cccagtcttc ctagatcgtt tagaacttta 
cttcatcagt tcttcccata acacttatct 
ggtagaaatg tacagacagg ttctcctggc 
ggatggaaaa ggtgaagacc aagaaccaat 
tatccttttt aaggatgtaa ttcaggccat 
tcctgtaatt ctctcctttg aaaatcactg 
atattgcgaa gatctatttg gggatctcct 
tgaaccaggc agggctttgc catcccccaa 
caagcggctg aaacctgaag ttgaaaaaaa 
agctggagaa tctgcctccc cagcaaacat 
aagtgctgac caagaggagg aagctcaccc 
tgatgacttg ggtcacaagg aagctgttgc 
agaagatgag caggcgtgga tggcatctta 
tccacatttg tccacaatga tcaactacgc 
ggcagaagaa cgcaatattc attataacat 
ctacttgaag acacatgcaa ttgaatttgt 
ttaccccaag ggaggccgag tcgattccag 
tggctgccag atggtttcac tgaactatca 
gggaaaattt gagtataatg gatcgtgcgg 
gcctgatcga acatttgacc ccttctctga 
ttgctcagtg caggttatat caggtcaatt 
agaggtggat atgtatgggt tgcccactga 
ggttatgaat aatggactca atccagttta 
gatcctgccg gacctggctg tcttgagaat 
tggccagagg atcctcccgc ttgatggcct 
aaatgaggga aataaaccat tatcactacc 
atatgtgcct gatggatttg gagatatcgt 
ctcaattaca gaaaagagag cagaccaaat 
agccgacgtg cccagtgaca cttccaaaaa 
agcaaatgtg acccctcaga gtagctctga 
ctctggtgtg gaagccaaga aaggtattga 
aaagcagatg aaggcttact tgaagcattt 
aaagaagaaa catgcaaagg aacacagtac 
caaaattgtg gcacagtatg acaaagagaa 
aatgaagaag aaggggggaa gtaattgtct 
tcagacgctg acatcagatc acaaatctaa 
ctaagatttc tatggaaaat agcaaagcca 
cagaacggga aaggcgagtc agggagttaa 
aaagaaagag acttgccatg aagcagtcca 
ttgaacatct agaattccta gagaaacaga 
tgtcccaaac gcaaggcgaa ggagatgcag 
cgcagaccag caacagtagt atgaaactcc 
agcatcaaaa gactcactca caaacttctg 
ttttgtttcc tttatgtgta aacaagatga 
gactgacttc tatttaacag cttgagtatt 
aatccacaaa aataaaccgg ttccagcaca 



ctacatggtg gctgaaaatc cagaagtaac 540 
catacacaac ttcagggcca acaacgtcag 600 
gaaattggca tttatgacca acacaaatgg 660 
atttgcatcg ggaaaaacag aaaaggtgat 720 
cagtggaaag aatgatgaaa ttgagcccac 780 
gacacaaaag atttgtcctc ggacagatat 840 
caaaactgat tatttaacgg tagaccaatt 900 
tcctcgattg aatgaaattt tatttccatt 960 
tgagatgtat gaacctgatg aagatttgaa 1020 
ttgcagatat ctgatgtcag atgaaaacgc 1080 
ccaagaaatg gaccatcctc tggctcacta 1140 
cactggcaga cagttcggcg ggaagtcttc 1200 
tggttgcaga tgtgttgaac ttgactgctg 1260 
aataactcat ggaaaagcaa tgtgtacaga 1320 
caaggaaact gcatttgtca catcagaata 13 80 
cagcaaatat caacagtaca agatgtccaa 1440 
gttgaaacaa gcacttgaat cacatccact 1500 
tgacctcaaa agaaaaatac tcataaaaaa 1560 
acagctggaa gctttgagaa gcatgatgga 1620 
cttagaggac gataatgaag aggagatcga 1680 
cgaattcaaa tttggaaatg aactttctgc 1740 
aaatagcgtc aagaagggcc tggtcactgt 1800 
taaatatgta ggtgctacca ctaatatcca 1860 
ccagcctgta aagtttcaag gtttccatgt 1920 
gtcttctttt aatgaatcag tcggtcttgg 1980 
caattataac aaacggcaaa tgagtcgcat 2040 
taattacatg cctcagattt tctggaacgc 2100 
aaccccagat ttagcgatgc aattgaatca 2160 
gtaccttctc aaaccagatt tcatgaggcg 2220 
aactcctgtt gatggtgtta ttgcagccac 2280 
cttatcagat aagaaaattg gcacctacgt 2340 
caccatacgt aaggaattcc gaactcgcat 2400 
caatgaagag tcatttgtat ttcggaaggt 2460 
agctgtgtat gatgataaca acaagctgat 2520 
ccaagccgga tatcgacaca tttcccttcg 2580* 
aacaattttc tgcaatattg ttcttaaaac 2640' 
ggatgcttta tcagatccaa agaaatttct 2700 
gagagctatg ggcattgaaa ctagtgacat 2760 
tgacaagaaa ggaaaggcca acaccgccaa 2820 
gctcagacca accaccacgg ctgccctggc 2880 
acttatccct caagtaagga tagaagactt 2940 
aaagaaacag cagaaggagc taaattcttt 3000 
catgcagaag ttacactgca cgcaagttga 3060 
gtcgactcat gagaaaatcc tagagaaggc 3120 
cgaaatgaaa aaagaaacag aaatcaaaat 3180 
gggaaagcaa ggaaatgcga gcacaccagg 3240 
tcagccaaga taaatctatc aagaataaag 3300 
acagcagcaa cactaaaaag tttctggaag 3360 
aagaaatgga tcagttgaaa aaagtccagc 3420 
atgagcagct tttgaaatcc tgtcatgcag 3480 
cagatggtga aattggaagc cgagatggac 3540 
aaaatgcaaa ctgaagcagc aaacccacaa 3600 
aacacaaact ccatggatga aagctgttta 3660 
tatctgaaac cagagagact tggaatgtct 3720 
gcatttcctt ggccaaacaa aatagctaca 3780 
ctga 3814 
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